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SARS-CoV-2 Nucleic Acid Positive Rate among Close Contacts of the
Patients Infected with Novel Coronavirus in China:A Meta-Analysis
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(a. Department of Clinical Laboratory; b. Department of Reproductive Medicine, Xianyang Central Hospital,
Shaanxi Xianyang 712000, China )

Abstract: Objective To investigate the SARS-CoV-2 nucleic acid positive rate in close contacts of the patients infected with
severe acute respiratory syndrome coronavirus 2(SARS-CoV-2) in China. Methods Relevant literatures about SARS-CoV-2
nucleic acid testing in close contacts of patients with Corona Virus Disease 2019 in Chinese population were retrieved from
PubMed, Embase, CNKI, Wanfang and VIP database from December 2019 to December 24, 2020. The quality of article was
assessed through the revised AHRQ statement. Statasel5.0 software was used for meta-analysis, and Freeman-Tukey double
arsinusoidal conversion method was used to calculate the positive rate of the combination. Subgroup analysis was performed
according to gender, age, relationship of infected persons, infection mode and contact frequency, sensitivity analysis and
publication bias test were also conducted. Results A total of 2 4906 individuals were included in the Meta-analysis of the 11
literatures. The SARS-CoV-2 nucleic acid positive rate of close contacts of people suffering from SARS-CoV-2 was 5.42%
(95%CT: 3.57%~7.64%), subgroup analysis showed that the positive rate of male was 4.35% and that of female was 6.36%. The
positive rate was 5.88% in the group of 0~9 years old, 4.76% in the group of 10~59 years old and 8.73% in the group of = 60
years old. The positive rate was 13.42% in family members group and 2.09% in others group. The positive rate of people living
together was 11.44%, that of people having dinner together was 9.90%, and that of people with other infection modes was 1.95%;
The positive rate of occasional contacts, general contacts and regular contacts were 1.32%, 6.12% and 9.60%, respectively. There

was significant difference among subgroups (x’=37.89~809.90, all P<0.05). Sensitivity analysis showed that the results were
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stable, and the publication bias of egger test was not statistically significant (+=0.93, P=0.376). Conclusion There was a certain
positive rate of SARS-CoV-2 nucleic acid in close contacts of the patients attacked by SARS-CoV-2 in China.

Keywords: corona virus disease 2019; close contacts; severe acute respiratory syndrome coronavirus 2; nucleic acid; positive rate
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