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Reaction (dPCR ) in Pathogen Gene Detection
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Abstract: The accuracy and precision of real-time quantitative polymerase chain reaction (qPCR) are susceptible to many factors.
Digital polymerase chain reaction (dPCR), as a new molecular quantitative technique, has emerged in pathogen gene detection
in recent years with advantages of higher sensitivity, precision, independence from standard curves and higher anti-interference

ability. This article reviews the characteristics, progress and applications of dPCR in pathogen gene detection of pathogen, and its

prospect in the future .
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S50 RO B AREICR A R — M 5 PE T
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CAO % P J] dPCR AR XF 60 1575 G AR AR AR 48 25
BIEBE W G TR, & B 27 5] CMV FREPE,
1M qPCR ALK B 20 FIFHYE, —ARI)F 5SS



176 MK IR PR 2eE #3368 55 202149 7 J Mod Lab Med, Vol. 36, No. 5, Sept. 2021

55 dPCR Kl 25 5 58 4= —2, HAF# dPCR 1) =i
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3.6 HAFt A

3.6.1 ZH dPCR £ lll : ddPCR L8 T CMV, A
597573 ( human adenovirus, ADV ) [ 2275 DNA 63,
JEXTEME P A HEEAT T 40T, RS TR
B AT Y qPCR, ARAIE T 5 32 306l (4 I PR AR AR
RN, By ok TR 1

3.6.2 il R AR SRR BURE - DING 45
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FEVE, EORBREE R T W far, BTl XK T 4
TSR ) A B RIIHT FL B 1) DNA FE SR T 1
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5 AR A R A S 5 T 316 £,
FH dPCR FAR S 1 I 3 SRR 4 x) i B, HOROR
AR TREAS T . 0 A RS [a] B R — AR
J512: 5 dPCR A (AT 440 A A A B~ 40Ul 1
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AT S AR 0 Bl R R D TAE TR, 4
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PR SR BUR AR T dPCR, {H H 2 SR RE ST
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