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Recent Research Rrogress of Novel Biomarkers for Early Experimental
Diagnosis of Multiple Myeloma
XU Hai-yan, LU Xue-dong

( Medical Research Central, the Eighth Affiliated Hospital, Sun Yat-sen University, Guangdong Shenzhen 518000, China )

Abstract: Multiple myeloma (MM) is characterized by malignant proliferation of plasma cells in bone marrow and secretion
of monoclonal immunoglobulin. There are many traditional biomarkers for the experimental diagnosis of MM, but they lack
sensitivity and specificity, and the survival and prognosis of MM are still poor. With the development of research, some novel
biomarkers have been proved to be able to predict the progression of early MM, which is conducive to the early diagnosis and
subsequent target therapy of MM. This article reviews some potential biomarkers for early experimental diagnosis of MM,
including related marker proteins in bone marrow microenvironment, non coding RNA, circulating tumor cells and circulating
tumor DNA.
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