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Expression of DR-NM23 in Ovarian Cancer Tissue and Its Effect on
Cell Proliferation and Metastasis

ZHOU Hong, ZHOU Jiang-hong ( Department of Gynaecology, Zhuzhou Hospital Affiliated to Xiangya Medical
College of Central South University, Hunan Zhuzhou 412000, China )

Abstract: Objective To explore the expression of DR-NM23 in ovarian cancer and its effect on cell proliferation and
metastasis. Methods 68 cases of ovarian cancer tissues and adjacent tissues were collected clinically, and the DR-NM23
expression level was detected by immunohistochemistry, and the correlation of DR-NM23 expression level with menopause,
tumor size, differentiation, local invasion, lymph node metastasis and distal metastasis was analyzed. Overexpression and
silencing of DR-NM23 in SKOV3 cell line were used to obtain DR-NM23 group and Si-NM23 group, respectively. Compared
with the control group (NC group), the proliferation, migration and invasion ability of each group were evaluated for the
mechanism of DR-NM23 in ovarian cancer tissue. Results The average staining intensity of DR-NM23 in ovarian cancer tissue
was (2.68 +0.75), which was lower than that in adjacent tissues (7.05 + 2.05) with stastically significant difference (P<0.05).
Whether there was no correlation in menopause, tumor size and local invasion with the expression level of DR-NM23 in ovarian
cancer tissue, the differences not were statistically significant (=0.418, 0.864, 2.915, all P>0.05) . The expression level of
DR-NM23 was lower in tissues with poor differentiation, lymph node metastasis and distant metastasis, the differences were
statistically significant (x’=6.678, 6.845, 8.215, all P<0.05). The CCK-8 absorbance (1.16 + 0.18), migration distance percentage
(88.58% = 5.48%) and invasive cells (207.26 + 13.52) of siDR-NM23 group was higher than that of NC group(0.68 +0.11,
62.34% £ 2.15%, 125.54 £ 8.15), while DR-NM23 group(0.47 + 0.07, 45.12% *+ 3.76%, 59.57 + 5.02) was lower than that of NC
group, the differences were stastically significant (all P<0.05). Conclusion DR-NM23 was lowly expressed in ovarian cancer
tissue, might has the effect of inhibiting the proliferation, migration and invasion of tumor cells.
Keywords: ovarian cancer; DR-NM23; proliferation; migration; invasion
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