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Abstract: Objective By detecting the expression of miRNA-195 in cervical cancer tissues, the effect and mechanism of
miRNA-195 on the proliferation and migration of cervical cancer cells were explored. Methods The miRNA-195 in 35 clinical
cervical cancer tissues and corresponding adjacent normal tissues were detected, and the relationship between stage and prognosis
of cervical cancer patients was analyzed by Kaplan-Meier Plotter database. Cell proliferation assay and scratch migration assay
were used to verify the effects of miRNA-195 on the proliferation and migration of cervical cancer Siha and HeLa cells. The
target genes of miRNA-195 were predicted by microRNA database, and the targeted binding relationship was verified by double
luciferase gene assay. The regulation of miRNA-195 on target genes was verified by qRT-PCR assay. The expression of target
genes in cervical cancer and their correlation with miRNA-195 were analyzed. Cell complement assay was used to verify whether
miRNA-195 plays a role in cervical cancer by targeting protein expression regulation. Results The relative expression of
miRNA-195 in cervical cancer tissues was lower than that in adjacent normal tissues (21.03 £5.17 vs 40.67 + 7.92), the
difference was statistically significance(=12.285, P<0.001), and had the clinical characteristics of low expression and poor
prognosis (Logrank P=0.032). Overexpression of miRNA-195 inhibited proliferation (r=6.725~21.433, all P<0.01) and migration
rate (¢ =12.443, 16.749, P<0.001) of cervical cancer cells. CCND2 and MYB were target genes of miRNA-195, and the mRNA
and protein expressions of CCND2 and MYB were significantly inhibited by overexpression of miRNA-195 (P<0.01). CCND2
was significantly higher in cervical cancer tissues than in adjacent normal tissues (52.67 +4.79 vs 39.86 + 6.39), the difference

was statistically significance(r=12.453, P<0.001). The expression of MYB was significantly higher than that of adjacent
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normal tissues (43.06 + 6.43 vs 22.07 + 6.85), the difference was statistically significance(r=13.217, P<0.001). The expression of
miRNA-195 was negatively correlated with miRNA-195 expression (r=-0.726, —-0.592, all P <0.05). Overexpression of CCND2
and MYB significantly promoted the proliferation and migration rate of cervical cancer cells, while knockdown expression of
CCND2 and MYB showed opposite results (F=144.947, 875.160, all P<0.001). After the overexpression of CCND2 and MYB

in the overexpressing miRNA-195 cells, the cell proliferation and migration rate basically returned to the normal level.

Conclusion In cervical cancer, miRNA-195 can inhibit the proliferation and migration of cancer cells by targeting CCND2 and

MYB expression, and participate in the occurrence and development of cervical cancer.

Keywords: miRNA-195; CCND2; MYB; cervical cancer; proliferation; migration
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