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Abstract: Objective To evaluate the clinical value of miR-378 measurement in tumor tissue and serum extracellular vesicles
(EVs) for renal cell carcinoma (RCC) patients, and further predict the biological functions of miR-378 that involved in RCC.
Methods A total of 40 RCC tissues as well as 40 corresponding adjacent normal tissues were obtained from the Department of
Urology, General Hospital of Eastern Theater Commend, PLA, between January 2014 and December 2018. In the meanwhile,
serum samples from 60 RCC patients and 60 age-gender matched controls were also recruited from the department of clinical
laboratory in the same hospital. Subsequently, TagMan hydrolysis probe-based quantitative real-time PCR (RT-qPCR) was
applied to determine the expression levels of miR-378 in the RCC tissues and serums, and the auxiliary diagnostic values of miR-
378 for RCC were evaluated by multiple statistical methods. Moreover, the biological functions of miR-378 that involved in RCC
were also predicted and analyzed by bioinformatics’ tools. Results RT-qPCR results showed that the relative expression levels
of miR-378 were declined in RCC tissues [0.050 (0.016, 0.137)] as compared with adjacent normal tissues[0.134 (0.054, 0.546)],
the difference was statistically significant(Z=-3.481, P=0.003). Nevertheless, the expression levels of miR-378 in serum EVs
were markedly elevated in RCC patients when compared with control subjects [(8.295 (4.930, 15.60) vs 3.501 (2.005, 6.853)],

the difference was statistically significant (U = 850, P < 0.001). Receiver operating characteristic curve (ROC)
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analysis showed that the area under curve (AUC) for RCC discrimination was 0.665 (95% CI: 0.544 ~ 0.786) for tissue miR-
378 and 0.764 (95% CI: 0.680 ~ 0.848) for serum EV miR-378, respectively. Further bioinformatic analysis revealed that miR-

378 was mainly involved in transcriptional regulation, positive regulation of catabolic process, response to lipopolysaccharide,

regulation of actin cytoskeleton, and regulation of protein kinase activity. Conclusion The dysregulated expression levels of

miR-378 in RCC tissues and sera EV have the potential as non-invasive biomarker for RCC auxiliary diagnosis, and miR-378

may involve in RCC occurrence and development through regulating multiple biological process.
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