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il s S % LS vh miR-498, miR-339-5p fil miR-210-3p
AV R IR S Wi A

Tk hmw, A (BT CANRERREEFR, S8 230001 )

#E:. BB #FMAR5E (lung adenocarcinoma, LA ) &% o if P Az 44788 ( miRNA ) 12 MR % B % R B H A B4 o
e R, AT MRR S W e lE R, iR ISR 60 BRI K 40 ) B AR i, dlad R E R
F B R AH4E RS (quantitative realtime PCR,gRTPCR ) 4| &-2H 2 7 miR-498, miR-339-5p F= miR-210-3p #) & &L,
%ot 5 AT A4 miRNA 89 Kk £ F A B A miRNA 2 MR35 B 69 A4, 3 —F A %eit o sk 47 = H 304 64
LA R AR R AR, MRS B A E P miR-210-3p Ak 32 4n( 6.41 +1.85 vs 4.52+ 1.45 ), miR-498( 2.09 + 0.88
vs 3.01£0.69 ) = miR-339-5p (0.8 +0.53 vs 1.24+0.58 ) KL T, £ FA %I FEL (=4.72,1.34,2.75, ¥ P <0.05) .
ZiREF TAEF ML T @R (AUC) 44 R 27, miR-498 , miR-339-5p = miR-210-3p #4 AUC %% 4 0.788 (95%CI
0.695 ~ 0.864) , 0.715 (95%CI 0.616 ~ 0.801) #= 0.799 (95%CI 0.707 ~ 0.872 ) ; = & Jk &4 M| 12 il % 5% 47 b7
AUC 182 0.902 (95%CI 0.826 ~ 0.952) , ZHIKAHKNE T EA miRNA 69480, £F A%+ FE L (=14.09 ~ 18.65,
¥ P<005) . £ miR-498, miR-339-5p #= miR-210-3p {2 AR5 B do i P 09 FOA M DU, AR ARIE B — 249
16 R B 1AL,

8 AR ; miR-498; miR-339-5p; miR-210-3p
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Clinical Diagnostic Value Expressed at miR-498, miR-339-5p and miR-210-3p
Levels in Serum in Patients with Lung Adenocarcinoma
DONG Sheng-jian, HUANG Li-li, LI Shu-jin

(Department of Clinical Laboratory, the Second People’s Hospital of Hefei City, Hefei 230001, China)

Abstract: Objective The expression level of micro ribonucleic acid ( miRNA ) in serum in patients with lung
adenocarcinoma(LA) and in the serum of normal population groups was analyzed, and its clinical value in the diagnosis of lung
adenocarcinoma was analyzed. Methods Serums from 60 cases of LA and 40 normal physical examination subjects were
collected, and the expressions of miR-498 miR-339-5p and miR-210-3p in each groups were detected by realtime fluorescence
quantitative PCR. The expression differences of miRNA in each group and the value of single serum miRNA in the diagnosis
of lung adenocarcinoma were statistically analyzed, and the diagnostic value of three miRNA combined detection was further
analyzed by statistical methods. Results Compared with the normal population, the expression of miR-210-3p ( 6.41 +1.85
vs 4.52+1.45 ) was increased in the serum of patients with lung adenocarcinoma, and the expressions of miR-498 (2.09 +0.88
vs 3.01 £0.69) and miR-339-5p (0.8+0.53 vs 1.24+0.58 ) were decreased, and the differences were statistically significant
(t=4.72,1.34,2.75, all P < 0.05).Area under the receiver operating characteristic curve(AUC) analysis results showed that the
AUC of miR-498 ,;miR-339-5p and miR-210-3p was 0.788 ( 95%CI 0.695 ~ 0.864 ) ,0.715 (95%CI 0.616 ~ 0.801 ) and 0.799
(95%CI0.707 ~ 0.872 ), respectively. In the diagnosis of lung adenocarcinoma, the three combined was 0.902 ( 95%CI 0.826 ~
0.952) , which was better than any of three miRNAs ( (y’=14.09 ~ 18.65, all P < 0.05) . Conclution The changes in the
expression of miR 498, miR 3395p and miR 2103p in the serum of patients with LA can be used as a certain clinical value in the
diagnosis of lung adenocarcinoma.
Keywords: lung adenocarcinoma; miR-498; miR-339-5p; miR-210-3p

Jifi i % (lung adenocarcinoma , LA) J& % Ul BT IR KRGk = A S W, REEUEE B
AR SR AN M8, JE AR /NA0 BT 8 (non small cell 2B}, CIEBIRAIMIN P HATH A2 Wi K
lung cancer , NSCLC), & /i filises il —2f L 1o A & CT Ml J& I HT J5L (carcino-embryonic antigen |,
AR, NSCLC 19 5 4E BV AR R IF IO i el s, CEA), ZHMfAEH 19 F B (cytokeratinl9fragment ,
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1.1 AFRst% WREE 2016 4E3 A ~ 20194E3 A G
NETTEE = N R R B 60 1 i Bt 6 3 S 40 911 5 14
K NFEINGE , PRAF T -80°CUkHi. Wi BFE AR
KRIATALIT o AZEHAERE 40 ~ 82 (63.8+6.5) %,
1.2 B LA FEHE ABI A A StepOnePlus™ 52
IR PCR {X, RNA $#EHGAH] . TaKaRa i
i3 &5 (Thermo Fisher 23 ) ), SYBR Green ¢
Yokl & (Roche A H] ) , PCR 514 i EL
AEIES S

1.3 Fikx SEEDOLE BB A EHES Y (quantita-
tive realtime PCR, qRTPCR ) #;{l] =} miRNA ik
K, SRBUMKE A RNA, SRJG 5 HL5 05 ek
cDNA, iz ] SYBR Green %45l miR-498, miR-339-

5p Al miR-210-3p () F ik K, ZKMFN: 94C 15
min, 94°C 30's, 60°C 30's, 72°C 30 s, HAFHH 40 IK%;
5 72 °CHE A 8 min, 43 % bR A< H miR-498,
miR-339-5p I miR-210-3p FFEIAH .
14 %itF 454 K Medcale #1 GraphPad Prism
6.0 FAk, THERBERER AL + i (xxs)
7N, A B AR ST REAR ¢ A5, 4LIA] e R
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17 miR-498, miR-339-5p, miR-210-3p Jk & %12 Wr
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