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Abstract: Objective To explore the changes in the expression of long non-coding RNA small nucleolar RNA host gene 12
(IncRNA SNHG12) in the serum of patients with acute ischemic stroke ( AIS ) , and explore its clinical significance in acute
ischemic stroke. Methods From March 2019 to February 2021, 95 patients with acute ischemic stroke to the department of
neurology, the First Hospital of Qinhuangdao were selected as the study group, according to National Institute of Health Stroke
Scale (NIHSS) score, the patients were divided into mild group 29 cases, moderate group 36 cases and severe group 30 cases. 72
healthy people who had physical examination in the hospital during the same period served as the control group. The expression
of serum IncRNA SNHG12 in the study group was detected by real-time fluorescent quantitative PCR within 24 hours after
admission, 1 week after treatment, 2 weeks after treatment and on the day of physical examination in the control group; Pearson
correlation coefficient method was used to analyze the correlation between serum IncRNA SNHG12 expression level and NIHSS
score of patients with acute ischemic stroke. Receiver operating characteristic curve was used to assess the value of serum
IncRNA SNHG12 expression in samples for the diagnosis of acute ischemic stroke. Results Compared with the control group,
the expression level of serum IncRNA SNHG12 in mild group, moderate group and severe group were increased in turn within 24
hours after admission (1.29 +0.17, 1.52 £ 0.26, 1.80 £ 0.43 vs 1.01 £ 0.12), the difference was statistically significant(/’=68.522,
P=0.000). The expression levels of serum IncRNA SNHG12 in the study group decreased in turn within 24 hours after admission,
1 week after treatment and 2 weeks after treatment (1.45 +0.25, 1.30 £ 0.24, 1.18 £ 0.17), the difference was statistically
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significant (/=35.003, P=0.000). The expression level of serum IncRNA SNHG12 was positively correlated with NIHSS score in
the study group within 24 hours after admission (#=0.358, P=0.000). The area under the curve of serum IncRNA SNHG12

expression level within 24 hours after admission in evaluating the occurrence of acute ischemic stroke was 0.953 (95% CI:

0.923~0.982), the sensitivity and specificity were 86.30% and 95.80%, respectively. Conclusion The expression level of serum

IncRNA SNHG12 in patients with acute ischemic stroke was significantly increased, which was related to the severity of the

disease, and has high diagnostic value for acute ischemic stroke.
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