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Abstract: Objective To investigate the relationship between the expression of plasma miR-520f and miR-143-3p and the
pathological features and prognosis of non-small cell lung cancer (NSCLC) patients. Methods From January 2015 to January
2017, 81 patients with NSCLC diagnosed for the first time (NSCLC group) and 62 normal subjects (control group) were selected
from Nantong Tumor Hospital. Peripheral blood was collected, and the expressions of miR-520f and miR-143-3p were detected
by real-time fluorescence quantitative PCR (qQRT-PCR), and the relationship between the expressions of miR-520f and miR-143-
3p and the clinicopathological characteristics of NSCLC was analyzed. With tumor recurrence, distant metastasis, and death as
endpoint events during follow-up, Kaplan-Meier and COX regression analysis were conducted to analyze the relationship
between miR-520f and miR-143-3p expression and the prognosis of NSCLC patients. Results The expression of plasma miR-
520f (1.82 +0.32) and miR-143-3p (0.35 + 0.06) was lower than that in the control group (2.51+0.49, 0.94+0.11), the
differences were statistically significant(r=10.160 , 40.986, all P < 0.05). The expression of miR-520f was associated with the
TNM stage and lymph node metastasis of NSCLC patients ( 7=4.335,4.983, all P < 0.05) , and the expression of miR-143-3p
was associated with the degree of differentiation, TNM stage and lymph node metastasis ( #=5.035, 3.349, 7.604, all P < 0.05 ),
the differences were statistically significant, respectively. Kaplan-Meier survival analysis showed that the PFS and OS survival

rates of NSCLC patients with low miR-520f ( 58.97%, 76.92%) and miR-143-3p (58.33%, 75.00% ) expression were
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lower than those with high miR-520f (90.48%, 95.24% ) and miR-143-3p expression ( 88.89%, 95.56% ) , the differences
were statistically significant ( Log Ranky’=9.270, 5.303, P=0.002, 0.021; Log Rnaky’= 9.079, 6.857, P=0.003, 0.009).
Multivariate COX regression analysis showed that lymphatic metastasis ( OR=1.680, 95%CI: 1.423 ~ 1.956) , low
expression of miR-520f ( OR=1.836, 95%CI: 1.658 ~ 2.358) and miR-143-3p (OR=2.169, 95%CI: 2.015 ~ 3.959)
were associated with poor prognosis of NSCLC (all P < 0.05). Conclusion The expression of miR-520f and miR-143-3p was

decreased in NSCLC patients, which was associated with the malignant proliferation and invasive behavior of NSCLC cells and

the poor prognosis of NSCLC patients.
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