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# E. BM HiTaF a4 e (micro RNA, miR ) -206 & miR-451 K- &2 FkFm P kA R LG = 42
BTG G, ik I 2018 51 A ~ 2020 5F 12 AE M FTARERIK S EF M AEmEH 1586, L PIkER
EIR 40 94 4] o B A SR 20 64 ), FARAE B E 28 R A B, (A A AFH (n=115) fes4 (n=43) .
WA A A E 1, 340 7 R miR-206 & miR-451 R & K-F E, A ZRE TAESHIE (ROC) w45 45 H7 f2 7 miR-206
F miR-451 A A KT M F A & H R T ML, R ORFEMLAS 1, 347 R miR-206 (4.28 +1.60,
5.63%+2.19, 6.05+2.58 ) & miR-451 (3.08 +1.42,4.27 +1.53 ,4.93 + 1.80 ) F kKT 3400 2 & T M A2 JE 4k 248 (2.62 + 1.05,
3.15+1.40,2.96 £ 1.27; 1.93+0.86, 2.46 +1.02, 2.30 £ 0.95), £ F A %t F &L (10417 ~ 19.630, 33 P < 0.01) . 5t
T 1, 3F27 K foik miR-206 (4.45+1.66, 6.12+2.64, 6.37+2.71 ) A miR-451 (3.35+1.48 , 470+ 1.72, 537+1.80)
FEARFHAREHTFAEMA (250097, 2.90+1.35, 2.83+1.31; 1.80+0.81, 2.17+0.92, 2.05+0.86), £FH%it
2 &L (1=12.506 ~ 22.814, ¥ P < 0.01) ., ROC & 2=, % 3 X miR-206 & miR-451 # 5 B & TR % S ik 0 &
FRTe A T @R (0936, 95%CL: 0.877 ~ 0.994) &K, HAREAHFFESH A 97.2% F= 86.0%., it =iF
miR-206 & miR-451 &k K-FI 35 X F WK Agm B 5T EREREH X, 3 RBHABKSTANEFIREREEF LT
A BIF ML,
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Correlation of Serum miR-206 and miR-451 Levels with Disease Severity and
Prognosis in Elderly Patients with Sepsis
YU Li, ZHANG Min, ZHANG Xiao-hua, LI Li-hua

( Department of Clinical Laboratory, Danzhou People’s Hospital, Hainan Danzhou 571799, China )

Abstract: Objective To investigate the expression of serum miR-206 and miR-451 in elderly sepsis and their relationship with
severity and prognosis. Methods 158 patients with elderly sepsis admitted to Danzhou People’s Hospital from January 2018
to December 2020 were selected, including 94 patients in the sepsis non-shock group and 64 patients in the sepsis shock group.
According to the 28 days survival condition, the patients were divided into survival group (n=115) and death group (n=43). The
expression levels of serum miR-206 and miR-451 in each group were compared on the first, third and seventh day. The ROC
curve were used to analyze the expression level of serum miR-206 and miR-451 to predict the death of patients with elderly
sepsis. Results The expression level of serum miR-206 (4.28 + 1.60 , 5.63 +2.19 , 6.05+2.58) and miR-451 ( 3.08 + 1.42,
427+1.53, 493 +1.80) in septic shock group were significantly higher than that in sepsis non-shock group(2.62 + 1.05,
3.15+1.40,2.96 £ 1.27; 1.93 +0.86,2.46 = 1.02, 2.30 + 0.95),the differences were statistically significant (/=10.417 ~ 19.630,
all P < 0.01). The expression levels of serum miR-206 (4.45+1.66, 6.12+2.64, 6.37+2.71 ) and miR-451 (3.35+1.48,
470+ 1.72, 537 +1.80) in the first day, the third day and the seventh day of the death group were significantly higher than
those in the survival group (2.50 +0.97, 2.90 +1.35, 2.83 +1.31; 1.80+0.81, 2.17+0.92, 2.05+0.86) , the differences
were statistically significant (#=12.506 ~ 22.814, all P < 0.01). ROC curve showed that the area under the curve (0.936, 95%
CI: 0.877 ~ 0.994) of the combined of miR-206 and miR-451 predicting the death of elderly sepsis patients was the largest, and
its sensitivity and specificity were 97.2% and 86.0%. Conclusion The increased expression levels of serum miR-206 and miR-
451 were associated with the severity and prognosis of elderly sepsis patients, and the combination of the two items on the third
day can predict the death of elderly sepsis patients.
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MeEFAE 2 R . AT, FARSI RN &SR
JiE RN EEAAE, E AN AT 365 W 1 &2 SR AISE
TR, 2 T S R N e A I B 1) 32 2
Z— W MUNE IR (microRNA, miRNA) fE
F—RKE R 18 ~ 24bp AUIEZRES RNA 431, &
SHARIER A S R, 7EMERERE 1 K A R
KW W v 4% 25 T B VR PP, AR R AT F
546, miR-206 K miR-451 il it £ Fh 7 28 35 %
PERE, XFRRFRIE A & AL K SR B, AN
i 5 B IR T AR AR O ) L SR, HRTE A
BAERRERAE DU PE RS Wral BUS AR IbRaE ) . i,
ARSI 30 A I S AT M REAE R A 1, 3 R 7 R
5 miR-206 f miR-451 Fik/KFAE1L, prHxtE
AP e REAE SR T R K WS FIR RN, T
miR-206 } miR-45 f& 75 1] 68 & & 47 M 759 1A
HEWhREY)
1 #MR5HE%E
1.1 #ArRsrg HEHL20184E 1 A ~ 2020 4 12 A
T AN R EEBEIIA R 158 Pl B4R M AE i, He
B 93 i, Lotk 65 i, AF S 60 ~ 82(170.83 £9.52)
% o WA PR ™ e SRR 2 iR
158 IR ERAE (B o M MR AE SRR 7ed] (n=94)
FEERER 74l (n=64) . LA 158 Bk ERAE H & 1E
B 24 R MBS LR A, AR R 28 KIWAELFIBIL,
B HAT MAFIGA (n=115) FIFET-4H (n=43) . BLT=
A A 15.30 £ 10.20 K, TR AIRTE . Z88H
Dite v | B 5y o0 ) v SO s e A A
OFF A [ b ™ 5 MR i S Mg R w2y 5/ @
EBEmtE = 7 Ko HEBRFRE: OIFK MK R GLIR |

B B s o SOSHEIR #, QARERL A IR A .
JHeFEAE AR ST 20 R B IR S AL A ) L AR S
R S — R LR, 2RI FE L (B
P>0.05) .

12 BB L5XA 7300 B9 & PCR AL ( FEH
ABIAF] ), PCR {74 . RNeasy il & . miRNA
Easy 17| & Fl Trizol ] &340 A Lt WA EYIA
FRAANF

13 3 TABRETHEBS 1, 3M7 KR4E
BRI 3 ml B0 B, I ABI 7300 #9¢E
FE it PCR XGHAT 52 I 98 500 f 5845 Wik S v (RT-
PCR). VL U6 K352, PCR &R R K 20
wl: Tl 514 B85 Mix (20x ) , 101 TagMan
BHEASWER (2x), 133 pnl RERE~Y
cDNA, 7.67 w1 WK RN FFM: 95CAEM: 155s,
60°CiR K 60 s, 72°CHEMH 60s, P17 45 MEH. K
2728 gt ags

1.4 %o R SPSS22.0 Giit4k 443,
TR TR A E + bR 2E (X xs) Fon, 4l
BORH ¢ K55, THECRORMLIA HL R o R T
2R #H TAERRE (ROC) HHZE23 BT miR-206 M
miR-451 U A MesgiE A L TR Ml KoK
#E «=0.05,

2 #R

2.1 RFEAR LA Ao IR A5 AE K L 4 7 miR-206
% miR-451 &k K-Frbi WL 1, MR sd
%1, 3, 7 KIfiE miR-206 & miR-451 FiRK -1
W s TR IR, 2R ARIT#EX (1
P <0.01) .

x1 BREEREAMIERE A M E miR-206 B miR-451 FIEKFELLE (x+5)
5iH TREAEAERTEAL (n=94) 4L (n=64) t P
miR-206 451K 2.62+1.05 428+ 1.60 13512 <001
H3K 315+ 140 563+2.19 16.715 <001
H7K 296+127 6.05+2.58 19.630 <001
miR-451  F 1K 1.93 £ 0.86 308+ 142 10.417 <001
H3K 246+1.02 427+153 14.615 <001
EADN 230095 493+ 1.80 16.804 <001

22 MRFE ST A fe IR A A 7 4R i miR-206 &
miR-451 £k K-Fresk K2, T4 1, 3, 7

K IIH miR-206 M miR-451 Fik /KW 8 5 T1F
WA, ZRAGITFEL (P <001) .

x2 BREETE T AMFEAMTE miR-206 B miR-451 FiEKFLLE (x+5)
i [ FE5A (n=115) JET-4L (n=43) ! P
miR-206 41K 2.50+0.97 4451166 14.730 <001
H3K 2.90+135 6124264 20.153 <001
EADR 283+131 637+271 22.814 <001
miR-451 1K 1.80+0.81 3354148 12.506 <001
H3K 217092 470172 16,375 <001
EADR 2.05 +0.86 537+1.80 20748 <001
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2.3 miR-206 % miR-451 T | % 4 Bk & 5% & % 5t
THME L3 R L, K2, 1K 3. 7RIS bR
55 3 K miR-206 FAEAUE L 4.52 B, i
AE AR SR AU T R BB R R S AT, A
82.7% #1 88.0%, %% 3 K miR-206 % miR-451 ¥ Jii

ICA T 2 A M B R AE T B 4k T 1 £ 0.936,
95%CI : 0.877 ~ 0.994) B & & F . I5 miR-206
(0.853,95%CI : 0.794 ~ 0.915) & miR-451(0.828,
95%CI : 0.770 ~ 0.884 ) , ZRHE G FEX (P
< 0.05) , HBURERAFEFEH 97.2% F1 86.0%.

=3 miR-206 & miR-451 FliMZEMRSERELXTHMNE (%)
TiH T AUC (95%CI) U P BT (E PP B
miR-206 1K 337 0.752 (0.696 ~ 0.814) 716 742 773 69.0
DS 452 0.853 (0.794 ~ 0.915) 827 88.0 91.2 80.3
IR 5.10 0.804 (0.747 ~ 0.862) 81.5 76.0 793 78.6
miR-451 % 1K 246 0.714 (0.660 ~ 0.778) 69.0 70.3 68.2 715
3K 3.50 0.828 (0.770 ~ 0.884) 784 83.6 85.7 764
IR 408 0.786 (0.730 ~ 0.834) 77 79.5 824 70.2
PSR - 0.807 (0.750 ~ 0.865) 82.0 76.2 78.0 80.6
W3R - 0.936 (0.877 ~ 0.994) 97.2 86.0 8.5 94,0
WK - 0.846 (0.788 ~ 0.907) 86.0 80.5 842 834
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