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Abstract: Objective To study the serological manifestations and RhD gene of an individual and his family with partial
agglutination results of RhD blood group identification. Methods ABO and RhD blood groups of the proband were detected by
microcolumn gelatin card. RhCcEe phenotypes of the proband and her parents were identified by serological test. Indirect anti-
human globulin test (IAT) and flow cytometry were used to detect the RhD antigen of the proband. RHD genotype and RHD
zygosity testing of the family were detected by PCR sequence specific primer(PCR-SSP). Also, the full length coding region
of RHD gene was sequenced. Results The blood type serological testing of the proband presented as A, RhCcee. RhD blood
group testing showed the result with mixed-field agglutination. Flow cytometry showed that the RhD antigenicity of the proband
was decreased. RHD genotyping showed that the proband with a RHD ¢.1212 C > A mutation, which was the characteristic of
RHD*weak D type 72. Pedigree investigation showed that the blood type of the proband’s father was O, RhCCDee, and the blood
type of the proband’s mother was A, RhCcDee. The genotype of the father was RHD*weak D type 72/RHD+. The mother had
a deletion of all the RHD genes on one chromosome, and the genotype of the mother was RHD+/RHD-. The proband inherited
RHD*weak D type 72 and RHD- alleles from the father and mother respectively. The genotype of the proband was RHD*weak
D type 72/RHD-. Conclusion A case with the genotype of RHD*weak D type 72/RHD- was found. They conclude, as a
complementary data, that the RHD*weak D type 72 allele was confirmed descend stably in this family.
Keywords: Rh blood group; RhD variant; RHD gene; pedigree investigation
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