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1.00+0.04) , ZF A% FEL (=16.514, P=0.000) ., o3 s}tk LncRNA BLACAT1 &k K -F 5 SUIRJE % TNM
SH . HELEE S R £ (=5.046 ~ 12.879, ¥ P <0.05) , Wk EEFE MR, HigE 2k (ER)
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Value of Plasma Exosomes LncRNA BLACAT1 and Ecadherin mRNA
Expression in Early Diagnosis of Breast Cancer
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Abstract: Objective To analyze the value of long non-coding RNAs (LncRNAs ) bladder cancer associated transcript-1
(BLACAT1) and E-cadherin in plasma exosomes in the early diagnosis of breast cancer. Methods The blood samples of 96
breast cancer patients diagnosed in Jiangyou People’s Hospital from January 2019 to September 2020 were analyzed, and blood
samples of 75 healthy women who underwent physical examination in the hospital were used as the control group. The expression
levels of LncRNA BLACAT1 and E-cadherin mRNA in plasma exosomes were detected with qRT-PCR, the relationship between
the expression levels of the two and the clinical pathological characteristics of the patients was analyzed, the correlation between
the expression of LncRNA BLACAT1 and E-cadherin mRNA in plasma exosomes of breast cancer patients was analyzed with
Pearson method, and the sensitivity and specificity of LncRNA BLACAT1 and E-cadherin mRNA in the diagnosis of breast

cancer patients were analyzed with the ROC curve. Results Compared with healthy controls, the expression
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level of plasma exosomes LncRNA BLACAT1 in breast cancer patients was significantly increased (2.02 + 0.57 vs 0.99 + 0.03),
the difference was statistically significant (#=15.622, P=0.000), while the expression level of E-cadherin mRNA was significantly
decreased (0.65 £ 0.18 vs 1.00 + 0.04), and the difference was statistically significant (+=16.514, P=0.000). The expression level
of plasma exosomal LncRNA BLACAT1 was related to the TNM stage, lymph node metastasis and differentiation degree of
breast cancer patients (y’=5.046 ~ 12.879, all P < 0.05), and was related to the patient’s age, tumor size, estrogen receptor (ER),
progesterone receptor (PR) (x°=0.107 ~ 2.959, all P > 0.05).The expression level of E-cadherin mRNA was related to the TNM
stage, ER, PR and degree of differentiation in breast cancer patients (x’=6.485 ~ 19.513, all P < 0.05), but was not related to the
patient’s age, tumor size, and lymph node metastasis (x’=0.142 ~ 1.289, all P > 0.05). The levels of LncRNA BLACAT1 and
E-cadherin mRNA in plasma exosomes of breast cancer patients were significantly negatively correlated (r=-0.274, P=0.007).
The area under the curve (AUC) of LncRNA BLACAT! and E-cadherin mRNA in plasma exosomes diagnosed separately was
0.839 and 0.808,respectively. The sensitivity was 69.80% and 60.00%, respectively. The specificity was 89.70% and 88.50%,
respectively. And the cut-off value was 2.08 (95% CI: 0.759 ~ 0.919, P < 0.05), 0.48 (95% CI: 0.719 ~ 0.897, P < 0.05),
respectively. The AUC of the combined diagnosis was 0.941 (95% CI: 0.896 ~ 0.985), and the sensitivity and the specificity
were 92.30% and 85.60%, respectively. Conclusion The combined detection of LncRNA BLACAT! and E-cadherin mRNA
in plasma exosomes can significantly improve the diagnostic sensitivity of breast cancer patients, and is of great significance for

the diagnosis and subsequent treatment of early breast cancer. Both are expected to become effective indicators for future breast

cancer diagnosis.
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3000 r/min, #f B3 ERR, I AR L 22 i
180 w1 HEk, FEIAED R INBA 2% AN A
S8 T s Ol % 3 L B A SR A I A 1Y
JEAS s Qff FH A y3 B3I v A i 2% 4 AR S
¥ TSG101, CD63 Bk,
1.3.2  gRT-PCR £l LncRNA BLACAT1 £l E-cadherin
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