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# E BE A0 IRKAMEZE (circular RNA |, cicrRNA )hsa_circ_0006950 f2 M A% 7% ( pancreatic cancer, PC ) WP #) & A |
WITH AT IR IR 3g 7. RN Y rn AL E s T MM, Fik A8 £ 8 5B E F PCR(QRT-PCR) #i hsa
circ_0006950 12 W 58 480 47 B 4m B 69 AB T £k KT 454 hsa_circ_0006950 FH B AW Ik A A i, @it CCK-8
Tl FIEBEE YR T ¥ fe Transwell 553440 hsa circ 0006950 3T MRAR SR 20 JR38 78 . 5 16T s B EAS 49 % AR 24
1% 85 M 35T hsa_circ_0006950 49 miRNA 4--F ¥eAR & 842 M 2% (hsa_circ_0006950-miR-124-3p-EZH2 ) , MKk F
B & B 4R 45 52 35 349E hsa_circ_0006950 #2 miR-124-3p, miR-124-3p #= EZH2 #y3e @44 % A ; 45t R i / F 45 miR-
124-3p =it £ 32 EZH2 @/ %, 4R % miR-124-3p #= EZH2 % hsa_circ_0006950 4% miR-124-3p/EZH2 4h *F I IR & 4m e,
FET A EA Rk, BRI ALL P hsa circ 0006950 & ik A % & T EF 4047 (3.57+£0.52 vs 1.01 £0.03 ),
2 A Yt 3 5L (=21.980, P < 0.001) . fk A% 28 J6 PANC-1 (7.51+0.62) , AsPC-1 (5.26+0.45) , Capan-2
(3.69+0.38) , SWI1990 (3.25+0.32) and BXPC-3 (3.86+0.35) " hsa_circ_0006950 #gxt & ik 90 % & T 4% IR 54
L% fm e HPDE6-C7 (1.00+0.01) ey kir, ZFH 4%+ FEL (F=88.585, P <0.001) , 5xrpésasart, F4k hsa
circ_0006950 & ik A MR 3gsise 7 (0.79+0.17 vs 1.83£0.42) , FZHEH R E (51.42% +5.84% vs 78.76% + 13.65% ) Fo
KB (104.64+24.73vs 21821 +31.57) W B4k, £FHAH%TFEL (1=3.976, 3.190, 4.905, P=0.016, 0.033,
0.008 ) . miR-124-3p A& hsa circ 0006950 #) T # ¥ X /), EZH2 & miR-124-3p %9 & 4 ¥e47. hsa circ 0006950 ¥z 167 #
4% miR-124-3p, miR-124-3p ¥e& #i A4% EZH2., B afR2a4a1k, it & 3K miR-124-3p 41 PC Zm e 3% 78 (0.21£0.16 vs
175+047) , £BEHRE (47.85%+4.13% vs 81.54% +2.33% ) Fotmft it 4% B (118.74 +24.65 vs 202.36 +31.45) ¥
BHAK, 2FHA %I FEL (15378, 14.317,3.390, 35 P < 0.001 ) ; b4kt &k EZH2 &, miR-124-3p % 4a i3 74 |
ST R B BGE A B Ay 0 A B A Ak 45 JEF 4R hsa_circ_0006950 28.4m AL ) B F 8 miR-124-3p Raid &K ik EZH2 /&,
hsa_circ_0006950 *f 48 i, 3¢, KT i B it 45 04 Ip sl AF R AR 2 #5 M B, S518 WUIRSE  hsa_circ_0006950 2.3 & & ik, 474
KGR ST A ) R IR 2a B8 3G 5 BT A% 5 hsa cire 0006950 T Ak i it ¥e1%) F B miR-124-3p &k, #tm Lif EZH2 & ik
REEAER, 5L BIRFN R AL,
KEEF : IR ; hsa circ_0006950; fU/IMEMEZIR -124-3p; EZH2; HiFH; wbEE; T8
FESES: R736.7; R730.43 XHEAFRIRAE: A XEHS :1671-7414 (2022) 05-093-07
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Abstract: objective To detect the expression of cicrRNA hsa circ_0006950 in pancreatic cancer (PC) and investigate the
effect of cicrRNA hsa circ_0006950 on the proliferation and migration of PC cells and its potential molecular mechanism.
Methods QRT-PCR was used to detect the relative expression level of hsa circ_0006950 in pancreatic cancer tissues and cells.
Low expression cell lines were constructed by transfection of hsa_circ_0006950 interference vector, and the effects of hsa

circ_0006950 on PC cell proliferation, clonal formation and migration were detected by CCK-8, clone spot formation assay and
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Transwell assay. Predicted miRNA molecular target and regulatory network of hsa_circ_0006950 (hsa_circ_0006950-miR-124-
3p-EZH2) by bioinformatics website, targeted binding relationship between hsa_circ_ 0006950 and miR-124-3p, miR-124-3p
and EZH2 was verified by double luciferase gene report experiment. Over expression/interference of miR-124-3p and over
expression of EZH2 cell lines were transfected to explore the effects of miR-124-3p, EZH2 and hsa_circ_0006950 regulating
miR-124-3p/EZH2 axis on the formation and migration of PC cell clones.Results The expression of Hsa circ_ 0006950 in PC
tissues (3.57 +0.52 vs 1.01 + 0.03) was significantly higher than that in adjacent normal tissues, the difference was statistically
significant (=21.980, P < 0.001).In PC cell PANC-1 (7.51 £ 0.62), AsPC-1 (5.26 + 0.45), Capan-2 (3.69 + 0.38), SW1990
(3.25 £ 0.32), the relative expression of hsa circ_0006950 in BXPC-3 (3.86 + 0.35) was significantly higher than that in
HPDEG6-C7 (1.00 = 0.01) in normal pancreatic duct epithelial cells, the difference was statistically significant (/=88.585, P
< 0.001).Compared with the control group, the proliferation ability and clone formation rate of hsa circ 0006950 expression
group were 0.79 £ 0.17 vs 1.83 +0.42, and 51.42 + 5.84 vs 78.76 + 13.65 and the number of migrations (104.64 +24.73 vs
218.21 +31.57 ) were significantly decreased, the differences were statistically significant ( #=3.976, 3.190, 4.905, P =0.016,
0.033, 0.008).MiR-124-3p is the downstream target gene of hsa circ 0006950, and EZH?2 is the direct target of miR-124-3p.
Hsa circ_ 0006950 negatively regulates miR-124-3p, and miR-124-3p negatively regulates EZH2.Compared with the control
group, PC cell proliferation in miR-124-3p overexpressed group (0.21 +0.16 vs 1.75 £ 0.47 ), the clone formation rate
(47.85% + 4.13% vs 81.54% = 2.33%) and the number of cell migration (118.74 + 24.65 vs 202.36 + 31.45) were significantly
decreased, the differences were statistically significant (#=5.378, 14.317, 3.390,P < 0.001). After co-transfection and over
expression of EZH2, the inhibition of miR-124-3p on cell clonal formation rate and migration ability was reversed.After down-
regulation of miR-124-3p or over expression of EZH2 in hsa circ 0006950 group, the inhibition of hsa_circ_0006950 on cell
cloning and migration was reversed and restored. Conclusion Hsa circ_0006950 was highly expressed in pancreatic cancer,
and inhibition of its expression could inhibit the proliferation and migration of pancreatic cancer cells. hsa_circ_0006950 may
play a role in the occurrence and development of pancreatic cancer by down-regulating the expression of miR-124-3p and then
up-regulating the expression of EZH2.
Keywords: pancreatic cancer; hsa circ_0006950; miR-124-3p; EZH2; proliferation; clone formation; migration

BRI (pancreatic cancer, PC) &Il AR WL AYTH W 5T W) circRNA 4 hsa_circ 0006950, i H FE A
PRIEVERR, YRR BUR2E, B S4F4E TRPSL, A4 cire-TRPS1. hsa_circ_0006950
FPRARE) 5%, TR B b, WA R R B i T R R 1 — Rk R
MERER B, zéfﬂt BFETSHTE ZWI, nZieiesR [ circRNA, & UHAE PR h ik Bl SR HAE
e, PULHERRRy bz £ U HEpEckiE R B M ANE R, B OGRS RE
FIBFIE R, AESifi% RNA 75 X900 9 I 4% h & 15 fief /L Efuzliﬁﬁﬁkﬁﬁi%éﬂiﬂ’@%gﬁﬂﬁﬁT hsa_

EEEH, HPaiEHREHZIR (circular RNA,
circRNA) A/ MERIZEZ (microRNA, miRNA)Y,
circRNA J& i i #8433 R A i Ak, | F &%
A 3- REVRI 5 - iEF- 2548, i iakE SR T RNA BRE AL,
AIRUEAFAE T AN, P cireRNA AT 8% AR e
FISWIERET B4 MISCASE R B, circRNA 7] 3 i 41
B miRNA SRR IR RN, PN “miRNA
WA 7, TERRAE AR G 25 Fh B 2l B rh ey
FEPH], AN sE | RIERE R A, Sk
SR g R AR B0 AR AEXT PC B ST R R R,
circ_03955 i 14 # 1] miR-3662/HIF-1 o %l f£ 1 PC
H % A= Fil Warburg %0 5 cire-ciRS-7 7] 18 32k W%
miR-7 J84% EGFR/STAT3 {5 5 41, i ifF JBf Ji 93 184
B ™ MR B £ Y cireRNA 78 JBE IR 988 H B 18 58 IE
iﬁ?*ﬁ?@ﬁj, 25T IR S & R, Hik
XF cireRNA B 5T B0/ RESE 78 BRI 19 & AR HILT
A TR AR ) 5 96 B A B FE A AR T R . AR

circ_0006950 ()43 Jm P K FLAE e g v o 1 F AL
il i B A R R A 2 B B () A O
1 MR5HE
1.1 AR AR AIL R PANC-1, AsPC-1,
Capan-2, SW1990, BXPC-3 Fl A 1E % Bz 54 I
F 41 il 2 HPDEG6-C7 34 v [ B} 27 B I Vi 41 i 42
fit, #5517 DMEM }i 52, Hih & F 10g/dl fig
A, 37°CHFRIE S Sml/dl CO, UMt FR46 .
PEEL 2021 4F 5 H ~ 8 H H1E4E N RE B #EHA
FEBY 20 151) [ F 96 FB 3595 2 280 % of o7 9 5 1E 5 4 41
FEA, LA LIRS o A TR A
ANHT AR Z AT A AT B i Bayy, RIFk
Al B
12 XAAALLE DMEM TR, A1, 0.25g/
dl JBET# ( 3518 Gibeo A H] ); Lip2000 F% Juialfl & ( 35
[ Thermo Fisher /A% ) ; miR-124-3p inhibitor )il
7, miR-124-3p mimic #& 1 %, hsa_circ 0006950
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Tt siRNA ik, BzZH2 if Fik#hifk ( ikt
KAEY) ) 5 CCK-8 il & ( BifE3 =K ); TRIzol
i&, 7| (Invitrogen, Carlsbad, CA, USA); RNA i #%
sEiR 7] & (Aidlab, Beijing, China); [ A5 X ( 38
[H BioTek 2y 7] ); 7500 Fast Real-Time PCR {¥ ( i
+: Roche A Al ) 5 &EIE NG /0¥ 248 ( 36 [ Azure
N Hl ) 5 Transwell /N %, Matrigel % F i ( 32 [
Corning 7 7] ); EZH2-3'UTR-wt #F A= # fil 3°UTR-
mut 227487, hsa circ_0006950-3"UTR-wt ¥ A= 71 1
3'UTR-mut ARG TOR (B W BHEAE YR A
BRAFIBTA L) o

1.3 7

1.3.1  ZHAfsE e Kooy 4l B8 Lip2000 % e 50 &
VRIS A TR Y, Wi g i Be 5 Lip2000 VR FE N
A TC ML 7 OptiMEM ( 3¢ [# Gibco A 7] ) 5% 77 W %
FEANML 6 h, ik F B DMEM 15 5 Wi 4k 22 15 77
Sy 48 h R I TR S5 . r s Uk miR-124-3p
inhibitor & miR-124-3p #ll # 41 (inhibitor 41 ) , #%
Y& miR-124-3p mimic A miR-124-3p 1 F 3441 ( mimic
4H ), % Yk hsa circ 0006950 T 4 siRNA #% 14 Ky
hsa_circ_0006950 1k % i5 4 (si-circRNA 41 ) , %%
Yy BZH2 1o Feik 8Kl EZH2 1 #3520 (EZH2 41 ) .
132 SEAF2¢% 5E f PCR (gRT-PCR) 5246 F|
FH TRIzol 271 4 B A A e 41 20 2 RNA, i 3 i
B SR ikt A cDNA, I DA A AR e &
PCR Wik &, FIH PCR {Xi 1T qRT-PCR, JZ i
5. 95°C 30s; 95°C 155, 72°C 10s, 1EH 40 K.
SIS, R 27 B H A L A

Fik,
=1 qRT-PCR KR 5| #1575
ER IS (5-3")

F:CTAAATGGGACCTATG
hsa_circ_0006950
R:CAATTGTCTTAGAAGACGCTC

F:GCCATTATGGACATCGCGGTGC

EZH2
R:CTTCGCGCTCCCOTCCCG
F:CTCAACTGGTGTCGTGGAGTCGTCAGTTGAGATTCA
miR-124-3p
R:ACACTCCAGCTGGGTAAGGCACGCGGTGAATGCC
FTGTTCGTCATGGGTGTGAAC
GAPDH
R:ATGGCATGGACTGTGGTCAT
F:CTCGCTTCGGCAGCACA
U6

R:AACGCTTCACGAATTTGCGT

1.3.3 CCK-8 5E5: HOEAE KRRl 4n i &,
RN T 96 fLHR, 37°C, Sml/dl CO, % & 145 240 i s
BEJS, FRLANA 10 ul CCK-8 W & 4k 4L 5 0,
24, 48 F1 72h, WELBREEFREL, WEPRY LTE 450nm ik

W R (AME ) , &bl dn e ss ph 2 14,
L 3AESL, HREE 3 KBCEIE.
1.3.4  TEREBESIE RS, PO A KN4 A 4,
JRREE f, LAREFL 200 2GS T 6 fLAk, BEfLi%
340N E AL, 37°C, Sml/dl CO, Hi3: & BN IR v W,
1 vE e B A, 4g/dl 25 WS A % 20 min,
0.1g/dl 45 fH 4854 {5 30 min, WREHARESHT
1.3.5 Transwell Zfi ffd if #8 5256 . #R 4l Transwell 4l
i B A AR & 16 B 5 64T, JC Iy DMEM H5
FEMEEMMEWE 1 x 10°/ml, 7E Transwell /N5
FEIMAMER, TEMAS 15mUdl JG 4 1
) DMEM }53:7% 500 w1, }i9% 24 h, BUL/NE,
Wt L= IR, 4g/dl Z R W EEA 2 30 min, 0.05g/
dl 4555445 30 min, R R 2R, BT,
18] B2 B N A 14
1.3.6 WK NCRBER S IEH LK BOHEA: K4
MY FEFR R 6 FLAR, &4 miR-124-3p &5 57
A Y hsa_circ_0006950-3'UTR-wt B 2= 8 1 3'UTR-
mut 5878 B 5% 5 Bk K EZH2-3'UTR-wt B £E 78
3'UTR-mut 245 A5 Y ok 4355 e = A 40 i b
SR 9 2 I A 2 0 0 2 45 20 A0 B % ' R T
PR, SEE 3 IR
1.3.7 HEHARIEEI M ( Western blot ) 3246, Hu 4%
YL 545 AL R DU 20 BRI A 200 B S T T K 2
PEWOREE 1, BCA LRI HIRE,; BEAMRMY
20mg, it SDS-PAGE HEE I A 7 HL vk /0 1
e, Se/dl AR AW E A 2 h, YRR 3K, A
NPT, 4 CWFER; WHIMA ST, #& 2h,
VR 3 WK, BCL b2z fn, BN UL R GEERH E
138 AEWME B0 Hr: circRNA Fl miRNA 2 [f]
PR [ 4 ] 56 2238 1 Circular RNA Interactome [ 3
AT F . miRNAs Fl mRNAs 22 [&] B4 #8 [ 4 FH 56
Z Fl| H TargetScan (http://www.targetscan.org/) ¥ v
PEFTHI
1.4 it o4 RH SPSS 20.0 G4 4148
b, SCREHR IR £ ArifE2E (xxs) Fm,
PO [B) 25 5 LR A ST AR AS ¢ k56, SRl 20 S
SEIEH AU 22 5 LR B ¢ kel ; 4R 2
SR BRI R 7 225081, AL 180 W L 3R
LSD i3, P < 0.05 WS HAGIE L.
2 BR
2.1 JRIRFELALE A La AR hsa circ 0006950 & ik s
M qRT-PCR K % B, 20 {4l 1lfi PR g fi 9 21 21
I3 00 I IE H ZH 2P hsa_cire_ 0006950 AH X 3k 43
WA 3.57+0.52 A1 1.01 £0.03, ZRAGIH¥EX
(£=21.980, P < 0.001) . [AIFFAGI & B0, AHXFA
W R4S b R 40 2 HPDE6-C7(1.00 +0.01 ) ,
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PC ZHfif PANC-1( 7.51 +0.62 ), AsPC-1( 5.26 + 0.45 ),
Capan-2 (3.69+0.38) , SW1990 (3.25+0.32)
1 BXPC-3 (3.86+0.35) ' hsa circ_0006950 #H X
FIRH R B, 2ZRA501 75 L (F=88.585,
P < 0.001), #2&7 Be Bg 97 20 20 K2 4 B v hsa_
circ_0006950 &3k it 3% I &, PANC-1 4l g ik I
TR, BRI ST
2.2 F#k hsa _circ 0006950 47| PC 2@ it 6% 3 74 |
F TR B iEA  qRT-PCR K & #, #H . NC
R4 (1.01+0.03) , si-circRNA £H 4fl ity " hsa_
circ_0006950 i %F # ik (0.24+0.02) B & AKX,
ERA G FE X (36990, P < 0.001) , %
75T hsa_circ_0006950 21K (1) 41 il 2 F4 HE R 3
A TG 2508, CCK-8 ¥E . o B BE 8 1 52 56
F1 Transwell 32 5 kil ( W% 2) Bn: F& G si-
circRNA 14058 4 18 . e BEIE R X AT R
B H BB IR BT, Z5a50FE L (3
P < 0.05) . $#75 T4k hsa_circ_0006950 %3k RE %
MG AR A M 5 . SRR TR .
R 2 FH hsa circ 0006950 Xt PC ZHBEIETE,
RIEFRIIEBIZM (x5, n=3)
e NC 4
B A {H
SRR (%)
MR AR (4)
2.3 hsa_circ_0006950 #= miR-124-3p ¥z 15 i 4= %
FiE RRAEYE B FHIEE LM, miR-124-
=3

si-circRNA 20 t P

1.83+0.42 0.79+0.17 3976 0.016

7876+13.65 5142+584 3190 0.033

21821 +31.57 104.64+2473 4905 0.008

3p 4 has_circ_000695" [ 3°UTR X 17 7€ 45 & 1
R, UL 1. #E I H FT fE 2 hsa_cire_ 0006950 1
TR A WF 0K AL miR-124-3p 45 & i AL TE
M B hsa_circ_0006950 3'UTR-wt % 4= % il 3'UTR-
mut %748 B SO0 # AR 5 i 3K miR-124-
3p mimic i BE L YL B PANC-1 41 i v, 28 X
6 2 R 5 3 R S GRS I B R, B G4 miR-124-3p
mimic 2] hsa_circ_0006950 A= 5 5t 2 B 1% 1 Ry
42.56 +3.66, %% %% Y miR-NC 21 (100.01 +6.12)
B W % M (£=13.954, P < 0.001); 1M hsa circ
0006950 7€ 4% 7 7% S Z g 1% 1 4 98.79 £4.97,
B % Y miR-NC 20 (100.02+5.35) J& W] i 75 1k

(£=0.292, P=0.785) , {E5X miR-124-3p /2 hashsa
circ_0006950 (1) FFHIIEA

Yt — 2 i QRT-PCR A 7%, 5 NC 41

o, %%t miR-124-3p mimic 20 miR-124-3p 3¢ ik ¥
e (24937, P < 0.001) ; %% Y miR-124-3p
inhibitor 41 miR-124-3p 2 ik W i} [ Ik (=2.338,
P < 0001); %4 T 4 si-circRNA 2 miR-124-
3p ZEW B IHE (7217, P < 0.001) ; k5
inhibitor Ji5 si-circRNA X miR-124-3p 3 ik (1) {¢ if
VEFHBE 5 (=2.281, P < 0.05) , W33, £
hsa_circ_0006950 # [ 171 45 miR-124-3p.

circ_0006950 -WT §' AAAAACCCACAAGUGCCUUC 3'

R S
miR-124-3p  3' CCGUAAGUGGCGCACGGAAU 5'
circ_0006950 -Mut  5' AAAAACCCACAAUGCGAUUC 3'

B 1 EYMEREEIRERE hsa_circ_0006950 F0
miR-124-3p EHEL B L=

hsa_circ_0006950 1 miR-124-3p $EEIEEZ RIGIE (x5, n=3)

i NC 4] inhihitor 21

mimic 2

si—circRNA 4 si-circRNA+inhibitor 21 F P

miR-124-3p 1.02+0.02 2.73+0.67 0.25+0.04

3.52+041 2.80+0.53 30.560 < 0.001

2.4 miR-124-3p %+ PC 4m B3 74 . 2% MR & it
HayHrm IR 4, IMSEIARI IR, 5 NC 4
AH H miR-124-3p 3 F 38 B 2 1 il T PC 41 fifg iy 1%
BH . SEREIE AR (5378, 14.317, 3.390, ¥
P<0.05) ; T i miR-124-3p 35 M W] i {2 ik 1 4
M Ba%5E | oY TR (1=5.867, 6.663, 2.523,
¥ P<0.05) .

2.5 miR-124-3p = EZH2 ¥e@iflis % A I6iE 20K
ZHIREE K, EZH2 5 miR-124-3p 4 3'UTR X A%
PSS GO, W 2A, H#HEMIL AT B2 miR-124-3p
B R UERL AR WF SR A & miR-124-3p 455 {7 S 7E
M EY EZH2 3'UTR-wt B4 BT 3'UTR-mut 2878 8175¢
R RS 2K 51 £k miR-124-3p mimic Fr Bt
YL PANC-1 40, 382 DU ' R 5 3 [

SIS s, #5 Y miR-124-3p mimic 1 EZH2 #F
He RS IS PR 49.57 +5.62, 5L miR-NC
24 (1100.02 + 8.24 ) B F#AIK (£=8.761, P < 0.001 );
EZH2 2 RIS R WS N 99.02 + 6.74, G Y
miR-NC 21 (100.01 + 6.89 ) JoRH A%k (=0.178,
P=0.867 ), IF5Z EZH2 & miR-124-3p 1Y F 40 LA

i — 2 38 1 gRT-PCR Fl Western blot 5 ill]
N, 5 NCHAMI, EZH2 3 k4] EZH2 ik W
B IFE (25391, P < 0.001) ; miR-124-3p 3 %
ikl BZH2 Fik B B FRAL (=3.076, P < 0.001) ;
TF miR-124-3p #F 3% 35 21 I/ YL i) 3K EZH2 )5,
EZH2 kWi 2 (1=6.890, P < 0.001) , UL
& 2B F13 5. W] miR-124-3p I [ 171 455 EZH2
ik,
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x4 miR-124-3p 3t PC 4RAEIE5E ., TERERMRIEBHIRNE (x5, n=3)
5 H NC 4 mimic 4] inhibitor £ F P
145 A 175 +0.47 021+0.16 343£035 63.262 <0.001
TR (%) 81.54+2.33 47.85+4.13 97.22+1.56 229.838 <0.001
WMTHER (4 202.36 +31.45 118.74 £ 24.65 264.61 +33.79 17.608 0.003

EZH2 -WT 5'...CUCCUCUGAAACAGCUGCCUUAG... 3' NC EZH2 mimic mimic+EZH2
[ | e -
miR-124-3p  3' CGUAAGUGGCGCACGGAAUU §'
EZH2-Mut  5'..CUCCUCUGAAACAGCUCGUCUAG... 3'
A B
A EYE B EAEER 2 miR-124-3p Fl EZH2 fAAE45 G180 ; B. Western blot £l EZH2 1431k
B 2 miR-124-3p $E F RGN &K A X RIGIE
%5 miR-124-3p #1 EZH2 $BEIEEXRIIE (x5, 7=3)
®* NC 4 EZH2 4 mimic 41 mimic+EZH2 41 F P
EZH2 1.01+0.01 3.24+0.83 0.16 +0.02 296+0.58 26.226 < 0.001

e 5 NCYUIML, **= $h7fH P < 0.001;
2.6 miR-124-3p 4= EZH2 *F PC L3874 . o4
WA Hrm LR 6, AIIESEIA I B R,
EZH2 i Fik B A2 3 T PC 403458 . SeRE I
W FEREE S (P < 0.001) ; 7F miR-124-3p i %

5 mimic ZUAHEL, #NFE(E # P < 0.001.

IR ILEE YL it F 3k EZH2 J5, miR-124-3p X PC 4
JL3E 5 . v B Y B B A AR T R e (P
< 0.001) , ULBHE A EZH2 0] ¥ 5 i3 % 5A miR-
124-3p Xif [ B daa A0 2B W02 A T R 5

x6 miR-124-3p if#% EZH2 33 PC 4HAEIETE., TRIEFARITBHZM (x+5,n=3)
| NC 4] EZH2 #] mimic 4 mimic+EZH2 4 F P
HA5 A 1 175+047 3644057 0.21£0.16 2.38+0.36 34810 <0001
TREIZHE (%) 81.54+2.33 9839 + 1.31 4785+ 4.13 69.52%3.41 151292 <0.001
MMLIRAH (1) 202.36 +31.45 268.05 +24.79 118.74 £ 24.65 1953542727 15229 0.001
2.6 hsa circ 0006950 i 45 miR-124-3p/EZH2 % 5 WK, FW hsa circ 0006950 W] fig i i 4 17
PC e S 6T m A it 4 WLER 7. walEIE LSt K 8 miR-124-3p ik, Mifi i EZH2 %‘%a&, P itk i
Transwel SCERAG I 7R, 7E si-circRNA 20 41 fifg H [7] Bdes LA G50 . IR RS, S SRR Y
i N 8 miR-124-3p 5% i) K35 EZH2 J5, T4k hsa_ KHERE,
circ_0006950 X 4 Jitd v B2 T 1, S i % 440 il 1 FH
*7 hsa_circ 0006950 ¥H3% miR-124-3p/EZH2 352 ET AR K TR RISME (X +5, n=3)
Wi H N 41 si-cireRNA 41 si-cireRNA+inhibitor 1% si-cireRNA+EZH2 #1° F P
LR (%) 78.76 = 13.65 51.42 % 5,840 80.68 + 2.25# 77.80 £ 4.76# 9.335 0.005
MR (1) 21821 +31.57 104.64 + 24,73 216.34 +37.85# 220.69 +33.58# 9.325 0.005

He D vs @ e =4.251, Ly =4.309, 34 P<0.01; @ vs -
] P<0.01,
3 itig

AR 53 A 2 B 5 R R 2R AR
TR T, R B i A R e it AR b AR e Y
RNA % 4% & ZAE H, circRNA BE #% i i+ miRNA
145, RNA 45 & & 1558 0E b 58 41 I
RNA (ceRNA) Z 5 Z Fp LW 247 R, Hi15
circRNA F1 miRNA 19 A 5% 5% R i 988 AH OC HIL i 1Y
ff 9% A AN AR POk 22 1 B 9 R B

b =4.550, € g =4.238, 1 P<0.01; @ vs @ £ 0=4.116, £ 5551 =4.403,

circRNA/miRNA/mRNA #5528 48 175 4,55 i3 Jif 96 78

PN ) 22 it N AT iR a2 J v L 3 T A R A
JH P g g i 3 e R B AT 2

G, WMBEEMFFR AL, cireRNA_0005529
i 5 45 miR-527/Spl il 42 #F T W 9 14 2k K gk
# . cirecCDYL 4% miRNA-105-5p 2 5 T 45 %
S AN A0 & A2 2k " circRNA-UCK2 34 /il TETI
i 2o Vi 4 miRNA-767-5p 10 il Hi 51 it 96 48 e iy 3%
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Bl 142 22 1) cireRNA_101237 1E & miRNA-490-
3p I 4 7 3H MAPK1 2 35 f2 3 7 JE /I 41 it il 9
(NSCLC) #f e U Je i i 55 v, circ-PDESA i
i miR-338/MACC1/MET {5 S ik PC 1222 ',
I i hsa_circ_0000977 fi& #f T miR-874-3p 3£ ik,
HE T 0T PLK A S A 5 R R & 1Y) hsa
circRNA_0007334 i f /F “& miRNA ¥ 45 fi& 3F [
Jit 98 T MMP7 Fll COL1A1 {3k, 2 58 #5908
Y M Y 3 A . AT RS K P8 T U JIE ST circRNA fE
i miRNA ¥ 453, 38 i3 P4 % miRNA 3 ik 3 5% i
miRNA 5 HAILH 254, n51REEHFIR KA,
VR MR, JE E B MR I o AR B
IRRIRST cireRNA EHEVERIHLE S LR, XF
SEEAE MBI IR T S

hsa_circ_0006950 J&:fiff 7% 18 1 = 18 0 7 2k 113 ok
) I g S 3235 circRNA, ABFIY R, s
ZH 40 K 4 & P hsa cire 0006950 i 2 [ JE, T
R L3R 3K B S ] T AR R A M R B T . SR T
W GEREREFT o 5w S IR PE RNA (ceRNA) B 16 IA
7, PR RNA, IncRNA ] 2 5 miRNA Jo1F45
BRI s, SR T —FOBT A0 5 SRS AR
25 AL B2 AR A AR WM B o b R,
hsa_circ_0006950 T 45 G A AR Z, 4 miR-
1180, miR-1184, miR-1205, miR-1229, miR-
1238, miR-127-5p, 146b-3p, miR-192 Fl miR-124-
3p %, Hp miR-124-3p 45 hsa_circ_0006950 Z |f] i
A B AR . PR R, miR-124-3p
W R E LA IR, IR R 5 R i A
JRA e, UESETE A2 WA PR b miR-124-3p 2
B PEANRIIE R, X 2R R s . R HAT
HEH P2 IS s, BFHE T miR-124-3p Hi 5%
PEDCER 2B A0 M A e G1 3, 51k 9 40 i 8
T2, XU % P HifE, B miR-124-3p L [7]
STAT3 ] # il i 40 i 2B K A% S . miR-124-3p i@ it
L 15] MGATS 845 FGF2/EGFER il i 1) i fili Jst 9 40
P 3% i ZET 245 B B985 6 3R B 5L S0 E
52 miR-124-3p 42 hsa_circ_0006950 F4 45 4 #2 &4,
hsa_circ_0006950 #1 ] 1 8 miR-124-3p F&ik; [F]
A} % B miR-124-3p 1 &R ] T g Mo g 40 it 7 e
B ST, miR-124-3p FIRBEMSIRE T4 hsa_
circ_0006950 X [ER i i 4 AL 58 . 3B A% R RIVE ]
W T B & A % R i B v miR-124-3p A R &
FLRIFEAE, hsa circ 0006950 A i 3 #1% [ 5455 miR-
124-3p RIKEHENE, et IR A TR

WFFEIESE, circRNA 3 £ 78 24 ceRNA 1] 3 45
miRNA ik, miRNA W) 7] 38 2 o 32 A [m] #0 35 (]
SEm g E R 1 miRNA @ 2 548 mRNA fi% 37

it | R D B T, TR 57 S 70K 428 e i 24 i

R, S5 MR &L, BT circRNA/

miRNA/mRNA i 4% [ 2%, A4 5% F| H] TargetScan

IR T2 2 R A5 9 S 52 EZH2 S miR-

124-3p MFE L Sz —. HidiRiE, EZH2 /N —Fb

Fom AL, ATIE Y MR A RIS A TR RAESE

Y2 TR, HaTJE$E Wat, NF-« B/ JAK2/STAT3

G2 HEAF T, POESAE 2 M H LD

Wk, 5RO RS KRBT, 2

) R T B ) R T R A T AR

SEAESE, miR-124-3p 48 [m] £ 94 45 EZH2, LA miR-

124-3p Sy rhls = A AE T IS5 G 00, ENAL AL

T hsa_circ_0006950/miR-124-3p/EZH2 I [f1] # 45 %

% HIESZAE 14K hsa_cire 0006950 5 i %1k miR-

124-3p 10, b ik EZH2 7] DL % & hsa

circ 0006950 Al miR-124-3p Xf PC 4 ig a5 . T/

BINHIVER, $278 hsa circ_0006950 7 i i g v &

FEVE N 095 P AT e J2 8 0 T 4 miR-124-3p

IAPET R EZH2 ik 3k 58 i, miR-124-3p/EZH2

7 hsa_circ_0006950 4% PC % £k & i i i i vh

RARTEAR ] SRR A R AL 4, o

5 B A5 50 S O R T, AR R R VR AL

T HE— LT R
25 b, JBEIRIE H hsa cire 0006950 F ik [,

00 G SR8 R 8% 410 o) T 98 0 L ) 4 B A A

Hown] figam i #L 1) R 98 miR-124-3p ik, dEini L

EZH2 RiIXRKFENEMN S5 PC R A LG, T

hsa_circ_0006950 J2& — ™15 7£ 114 5 B g 7 v 0 A

X hsa_circ_0006950/miR-124-3p/EZH2 #li #t — & A%

WFFE T BE M IF LB PC IRYT RIS LAt .
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