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B DR P B AR S M R 2K o JEP Xbal (1s9340799 )
SNP Fil HbA lc A& 228 HAEM 55905 5 &M 25 B

g, BLZ, R (T ANRERANIMNBR, TLIRRE 226500 )

W OE: BW b RsR R R A (diabetic osteoporosis, DO ) #F M & %K « (estrogen receptor o, ER o) &
B Xbal (rs9340799 ) #4z3 84 % &% (single nucleotide polymorphism, SNP ) Fe4g{t f2 41 % & (glycosylated hemoglobin
Alc, HbAI) R FRENA SR B HBREMH X Z, F3E #£B2019F2H ~2021 F 11 A Tt FTARER®KS
8 DO % # 117 %, T2DM & # 112 #) F= 108 4 4k B A & ( #F 40 ) o R A & 2k 48 & #7 % (high pressure liquid
chromatography, HPLC) M| £ = 8 A Bf ¢ HbAlc /K -F, JFi8 if SUBL A K 3% £ 2k % ( Sanger % ) #&M| =21 A% ERa A&
K Xbal (1s9340799 ) SNP, KM % B % Logistic = J24E8 547 DO & A 49 £ B &, 1% ERa 4 B Xbal39.32SNP #=
HbAlc /K -F 5 DO & 9% W 44 i % pb 48 bt (odds ratio, OR ) & 95% & 42 X 4] (95% confidence interval, 95%CI) , %~
# Xbal SNP 5 HbAlc K-Fo9 X ZAEA, ER  xFE 4L, T2DM 442 DO £8 % % HbAlc K-F 55 4 5.07% + 0.85%,
7.94% + 1.32% #7 9.23% + 1.40%, £ F A %3t 5 & L (F=26.671, P < 0.05) . DO 41, T2DM %140 % B 20 AA % B 7
F (11.11%, 33.93% 4= 46.30% ) . AG & B #1 & (49.57%, 39.28% #= 33.33% ) . GG & B #1 & (39.32%, 26.79% #=
2037%) , ZFHA %I FEEL (=37.174, 10.600, 14.307, ¥ P < 0.05) . DO #8, T2DM £AA4nxd P25 12 A B A &
B9 & (36.75%, 61.61% #= 74.07%) . 42K BH G A B E (63.25%, 38.39% #» 25.93% ) £F¥ AL+ FEL (¥
2=36.305, P < 0.001) . Logistic B3 5474 R 27, HbAlc /K-F4= ERa L F Xbal (AG/GG) 5 DO #9144 % FA0#
(P <0.05). ¥4 6.5% < HbAlc < 9.0% # OR,, 4 6.231, # x4 Xbal (AG) A9 OR, 4 5384, —FFl ot A
B3 ZAEA OR,,, 4 33.978, A ZH y=PB.u/Ba > 1, OR,, > OR, X OR,, HMAFHA , 6.5% < HbAlc < 9.0%
Fo Xbal (AG/GG) . HbAlc = 9.0% #= Xbal (AG/GG) ¥ HEEMI IR (¥ v >1) . 5L #%4 Xbal (AG)
Fo Xbal (GG) AR A 69 MNEE DO & AR, XK F A fe HbAlc KT X ZAF ML T DO 89X AL, W /R Tid
13354 HbAlc K- A% 3k B A 4535 3| FAE DO 44 B 49,
KRR MR o BN WML s MR R B RS, PETTIREAE; KHIEH
FESZES: R587.2; R392.11 XEkARIRED: A XEHRS :1671-7414 (2023 ) 01-038-06
d0i:10.3969/j.issn.1671-7414.2023.01.008

Analysis of Interaction between Estrogen Receptor o Gene Xbal (rs9340799)
SNP and HbA1c Level and Disease Susceptibility
in Patients with Diabetes Osteoporosis
TANG Xiao-feng, JIANG Yi-lan , ZHU Bei

( Department of Endocrinology, Rugao People’s Hospital, Jiangsu Nantong 226500, China )

Abstract: Objective To investigate the interaction between estrogen receptor alpha (ERa) single nucleotide polymorphism
(SNP) and glycosylated hemoglobin Alc (HbAlc) level and the relationship of susceptibility to diabetic osteoporosis (DO).
Method A total of 117 patients with DO, 112 patients with type 2 diabetes mellitus (T2DM) were selected, and 108 healthy
subjects were selected as the control group. The glycated hemoglobin (HbA1c¢) levels of the three groups was determined by high
pressure liquid chromatography ( HPLC), and the ERa gene Xbal (rs9340799) SNP was detected by dideoxy terminal
termination method. Multivariate Logistic regression model was used to analyze the risk factors for the occurrence of DO, and
the adjusted odds ratio (OR) and 95% confidence interval (95% CI) of the levels of ERa gene Xbal SNP and HbA I¢ and the risk
of DO incidence were estimated. Interaction of Xbal SNPs with HbAlc levels. Results The level of HbAlc in control group,
T2DM group and DO group were 5.07% = 0.85%, 7.94% + 1.32% and 9.23% + 1.40%, respectively, and the difference was
statistically significant (/=26.671, P < 0.05). The frequencies of AA gene(11.11%, 33.93% and 46.30%). AG gene (49.57%,
39.28% and 33.33%), and GG gene (39.32%, 26.79%, 20.37%), in the three groups were statistically significant
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((’=37.174, 10.600, 14.307, all P < 0.05). The distribution of gene A (36.75%, 61.61%, 74.07%) and gene G (63.25%, 38.29%,
25.93%), in the three groups were statistically significant ( all x’=36.305, P < 0.001). Logistic regression analysis showed that
HbA1lc level and ERa gene Xbal (AG/GG) were significantly correlated with DO (P < 0.05). OR,, with pure
6.5% =< HbA1¢<9.0% was 6.231, and OR,, with Xbal (AG) type alone was 5.384. The interaction OR,,,; was 33.978, when the
two were present at the same time, and the interaction coefficient y=8 .,i/B. > 1, OR., > OR, x OR,, was a super
multiplication model. 6.5% < HbAlc < 9.0% and Xbal(AG/GG), HbAlc = 9.0% and Xbal (AG/GG) all had positive
interaction (all y> 1). Conclusion Individuals carrying Xbal (AG) and Xbal (GG) genotypes belong to the high-risk group of

DO. The interaction between these genotypes and HbAlc levels promotes the occurrence and development of DO. Clinically, the

purpose of preventing DO could be achieved by controlling HbA1c levels and gene regulation.

Keywords: ERa ; glycosylated hemoglobin Alc; diabetic osteoporosis; single nucleotide polymorphism; interaction

W5 DR 9 12 B 5T B M 4 ( diabetic osteoporosis,
DO) J& Tak K VR & Bisifn , & s R e
IfRAE Mo MR —FP R 22 B RIEHEE R, DO Mk
SRHLE ARG . HATRIARSE & B P, DO 2t |
AN RS2 TR, st B A Pk
MIAVE Ik 70%. HE DA ) B4 1 R 2 A8 4E (single
nucleotide polymorphism, SNP ) 7£ it 28 3 [ 22 ik L)
K i 1) 5 15 45 11 P-gp DIRE TS A7 7E B RV )
55 & PG 2 I8 DL X 25 0IR TT RN (B AF TR %
YIKR . BARIEARCEHMIE T 525 DO MR
SNPs* | {H 2 5k 48 & BLAK IH AN E 5¢ 4 i B DO 1Y
FRHIL, PRI 7 Ak 2 X LA A% PR 2R A 142 4
I

MK 52K (estrogen receptor, ER ) & —Fh 1k
H o+, Hfr s SRS S IE R E - 2
R AW, MR 78 20 & 45 AR 23800
ERa 1) ER (AL — 7 15 B 4H i A: K L
KA NARE AR i 2 X w2, AP, ERa 3t
[H Xbal (rs9340799 ) SNP 5 2 %I ¥ J 55 (type-2
diabetes, T2DM ) B9 &Ll A 5%, wlBEX) T2DM
I RRER KA K e BA — g 52 . I, ERa BE[H
Xbal SNP 1] fEJ& DO A/ERYEZZmKZE . kil
2145 ( glycosylated hemoglobin Alc, HbAlc ) 1R
214 A 4 100 218 155 003 A A I o 3 il S
AHEE G, S PR BE PR R O 42 ) 2K P
(bR © AR AT R P, A
B A YRR, YRR OB AR ) R AR,
BUAXT BEPEAE H I SRR, S 3E iR &
WAz BN R, BAR BETX T DO 5 HbAle 7K F-LA
M ERo R 2Z [0] 1Y 56 2 B2 A F s fi i MY, E
F HbAlc /K F 15 ERa 3 Al XbaISNP 2 [] 2 75 77
TEZBAEM, VAR FH M58 EAERDY DO KA %
PSR i B AT i . XU, AR 43 B ERa
Xbal SNP } HbAlc K-FFEA [F AR 4 531 iR
A, BR_HEXEEHS DO MR R, U
1 DO B & i NTE R0 35 B I RYA T $ (LA 1 7y st
(ST

1 #RFFAE
1.1 AR R 201942 A ~ 2021 4E 11 H
Tans i AR EFE 20 DO B 117 #, T2DM
A 112 R0 108 {5 fil e 1A K 3 . T2DM 2H 94 A xR
#E: OFF A T2DM W2 Wibs it ' Qe ;
@A A DO. DO U AbSE: BEFFEH RGN
SE S WARAE ) 99k T2DM, o HRZH 99 A bRifk :
OAK B A T2DM K DO; @il b5 F18 % % ( Bone
mineral density, BMD ) 7E1E% /K F-. HEBRARME: O
A4LaT—H Al s s e 2i & @0k
Oy BF. BN E R E; OB HAl ERa
BN Z B MR, OAREMRE. =4
BETEMER . AR . IRTTE %L (body mass index,
BMI) 1l WM T 22 5 R4t i3 L (P> 0.05 ).
I ARBTG5 015 92 A )
R U
12 ME LKA DNA #EHGAH & . DNA Maker
12 x Taq PCR Mix ( Jbat RARAEYBH AR A 6] )5
Taq DNA R & B ( 7% Qiagen 2~ Hl ) 3 LK 4 I
(R TR MM TAHRAR ) . HLC-723G7 ¥
Rl 21 8 (R A ( H AR Tosoh 2AF] ) 5 ol
B es ({8 E Eppendorf 24 H ) ; DYY- I % 6 yk
LIS —AES) )y RAEEC R ( polymerase
chain reaction, PCR ) 1 ( Z2[E ABI A7) ) ; Du640
R H 5 966 BE 3 (92 [ Beckman /A Rl ) 5 GL
16G Al G20 0HL ( RIEE AT )
JS-780A 4= H shEEE LG AT ( LR ERHHEA

FRAFD .
1.3 F&
13,1 FpAlcsl: TRE ABEE KA IR

AN R R, REZEER KA 5 ml, FIHTE

A VRESOHL (3 000 r/min, 15 min ) X 28 iR

FTEO B LG, R B B 138 48 v RO Z A 12
( hight pressure liquid ohromatography ) £l HbAlc

K, KA #E K H A% Tosoh 23 H] 14 HLC-723G7

WAL M 218 A E BT

1.3.2 DNA $2Ht: & DU 218 — R ie 4 i 5



40 A E e 38 %

%514 2023451 J Mod Lab Med, Vol. 38, No. 1, Jan. 2023

[X 41 DNA >k H DNA # Bt 7] 65 2 Ht, DNA i
JE A A 2R AP 4 6 BE AR I AT R, TR ER 2
DNA Ff A J5 2% 22 Ty 58 il FL A 5 6 43 B 43RG
AsgonmiAosonm B LEAE, O AH = 1.7 ) E B pr 42 B g
DNA ZiEfF &S 20K,
1.3.3 ERo JEH Xbal Z28MKM: WE 1. if
FEZ 4 4 1L 355 R 4 DNA $4738 3o XU 480K i 2 1
AT, K ERa FE [ Xbal (1$9340799 ) fY %5
REFEN . X ERa JENEE 1 NS FRISE 2 40 8 7k
TPRESEIEY 1, P21 BE 1300bp. SIFSNUNT
F: 5°-CTGCCACCCTATCTGTATCTTTTCCTATTC
TCC-3’, R: 5’-TCTTTCTCTGCCACCCTGGCGTCG
ATTATCTGA-3", TE3fE %5 384 Lt 1Y) PCR X I &%
5E PCR N, KW ARZ: 30 ng FEH4] DNA, Tl
2 x Tagman Master Mix, #4145 0.1 w1, 51445 0.75
wl; W& 94°C 5 min, 94°C 60s, 56°C 60's,
72°C 90's, 72°C 10 min, J3} PCR [N, KM H )
SNP 43 BB AE X SNP #4784 70 Ao 38 3 il V1) )L
N A Xbal fE7E = FpRERAY, 4li G588 R AA, 2%
BRI AG FIEFE R GG, Xbal AA KL R RIZ 5=
Y1k 1 300bp — 4547, AG FEPRRIZH) 0 1 300,
910, 390bp =47, GG FEHAILG=H)°h 910, 390
bp PSR o
1.4 %its o4t it SPSS 23.0 ST 4L
WG, DA + b (X xs) Fonitar
Yok, WAL HLECR RS A (%) %
ARTHECTE R, AL AR o A5 R Excel 11
AREARHAZ 45 G Hardy-Weinberg 35t %1 2
(P> 0.05 WFFH ) ; L ZHE Logistics [711H 53
Mr DO %&£ B G R R IFPFH ERa J£[K Xbal SNP
5 DO WA KT, P < 0.05 A 25 BA G E
o B4 Logistic 171 A 43 B 50 PR 28 AR 9%
Khoury Fll Wagener $& 1 i 52 BAEHIBEAY RIS 725K
(v=B./Bo) FIH ERa 3L Z &M HbAle /K-
=1

Mg AR M, HERRE 1: IEM S BAER: v > 1
28 HEAE v < 1; T2 HAEH: vy=1, #
SERRIE 2: OR,,: e Fl g FIR R W LL{H, ORJOR,:

e/g IR L. AHFEMIAY. OR,=OR.x OR,; i
Hi B AL OR,, > OR,x OR,; A7 fLAl: OR,
< OR,x OR,; Hififfi#l. OR,=OR+OR,,.

bp

1500
1000

1300
910

500
390

1 2 3 4 M
1: AAJEHAL; 2. GG REEAY; 3, 4. AG K% ; M. marker

B 1 Xbal E&EEMHEREZE
2 HR
2.1 =41 HbAlc K -Fbix XHHEZH. T2DM 4H
K DO #H & & HbAlc K 43 5 2~ 5.07% + 0.85%,
7.94% + 1.32% H1 9.23% + 1.40%, 2 % H 4 it %
B (F=26.671, P < 0.05) . H4EH# HbAlc /K
4y i HbAlc < 6.5%, 6.5% < HbAlc < 9.0 %
1 HbAlc = 9.0% —41, W3 1. XJHEZHLL HbAlce
< 6.5% N F (4 80.56%) , T2DM 41 #1 DO 41 LA
6.5% < HbAlc < 9.0 % Ml HbAlc = 9.0% & F.
AT HbAle /K7 =4 Z M [ 40 Aii 2 R B A geit
2 2 U (4=16.074 ~ 108.480, ¥ P < 0.001) .
6.5% < HbAlc < 9.0 % F1 HbAlc = 9.0% F¥ &
DO Y XU B 55 T HbAle < 6.5% I B 3,
S RAGIFEE XL (=41.244, P < 0.001) ,
Jf H HbAlc = 9.0% & # £ DO By X & & T
6.5% < HbAlc < 9.0 % W ¥, ZHFHAGI#
= (=16.826, P < 0.001 ) .

=20 HbAlc KFELEE [n (%) ]

%5 SR (n=108) T2DM 4 (n=112) DO 4 (n=117) Pa:! Pl
HbAle < 6.5% 87 (80.56) 30 (26.79) 18 (15.38) 108.480 < 0.001
6.5% < HbAlc < 9.0% 17 (15.74) 40 (35.71) 34 (29.06) 16.074 < 0.001
HbAlc = 9.0% 4(3.70) 42 (37.50) 65 (55.56) 69.333 < 0.001
22 =#%1 ERa A A Xbal & B & fo 515 L B 90 % A3 51K 39.32%, 26.79%, 20.37%, 2= SF¥H G
Yo 2 £ Hardy-Weinberg “F i 6 46, ER « 3 [A = X (=37.174, 10.600, 14.307, ¥J P < 0.05) .

Xbal 4% K&K 7 4347 17 4 Hardy-Weinberg & ( 4
P> 0.05) , XERAMRITWAEATHEESAR
AR EPE, DO 4. T2DM 4 I B2 AA BE [
A 1 K 11.11%, 33.93%, 46.30%; AG it P 4
35 M 49.57%, 39.28%, 33.33%; GG K 4l &

DO £ . T2DM 1 FlIXt B2 2507 L K A S50 51 hy
36.75%, 61.61%, 74.07%, 540 FH G 4R 550
63.25%, 38.39%, 25.93%, ZFHHGHIFEE L (
Y] =36.305, P < 0.001 ) .

23 DO %W R b WE 2, ¥ HbAlc /K
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41

. ERa £ [A Xbal i 55 3 K BUAE N A A, B

ERa 3K Xbal 19 AG Fil GG KK B K DO K& A= i)

BEREA KA DO ERHAE (5 =0; &=1), falkH % .
Logistic [l 443 Hr 45 R .7~ & HbAle 7KDL K&
%2 DO % 7T B A B 447
il B SE Wald P OR (95% CI)
HbAle KF 6.5% < HbAle < 9.0% vs HhAle < 6.5% 1.923 0.534 12.963 < 0.001 6.839 (3.674 ~ 8.145)
HbAle = 9.0% vs HbAle < 6.5% Xbal 1.999 0.497 16.185 < 0.001 7.385 (4.903 ~ 9.756)
AGvs AA 2113 0.982 4.630 < 0.001 8.274 (6.832 ~ 9.259)
GG vsAA 2.075 0.746 7.733 < 0.001 7961 (4385 ~ 9.897)
2.4 Xbal % &5 HbAlc K-F /£ DO % 5% F # = Py, P 6.5% < HbAlc < 9.0% #il Xbal (AG)

oM W3, L Xbal (AA) H:[HBIHI HbAlc
< 6.5% NS MR, PAdli 6.5% < HbAlc < 9.0% 1
OR,, 4 6.231, Huphi#E7 Xball AG )1 OR,, 4 5.384,
T H FIR AR AS BAE ] OR,,, M 33.978, ZCH R
e Y=Baw/Bua > 1, OR., > OR, x OR,, Jy i #f]

=3

A B I 0 38 HAE . L 4h, HbAle = 9.0% 5
Xbal (AG/GG) ZZ [a] M 6.5% < HbAlc < 9.0% 5
Xbal (GG) Z MBI AFLEIE A HAEH ( y=B ./

Bel>1)0

Xbal 7515 HbAlc /KELE DO KFHHZENH [ (%) ]

A HbAle K DM 4] (n=112) DO (n=117) OR’ B

AA < 6.5% 1(0.89) 0(0) 1.000

AA 6.5% < HhAlc < 9.0% 9 (8.04) 3(256) 6.231" (OR,,) 4978 ~ 7.023 1797 (B,
AA = 9.0% 12 (10.71) 5(427) 8.723° (OR,) 7.164 ~ 9275 2.167 (B.,)
AG < 6.5% 6(5.36) 9(7.69) 5.384' (OR,,) 4147 ~ 6.846 1755 (B )
AG 6.5% < HbAlc < 9.0% 13 (11.61) 17 (1453) 33978 (OR,, ) 28947 ~ 35846 3526 (B, )
AG =9.0% 20 (17.86) 24 (2051) 48137 (OR,, ) 41548 ~ 50629 3874 (B.y,)
GG < 6.5% 15 (13.39) 11 (9.40) 5.634* (OR, ) 4962 ~ 7.894 1729 (B )
GG 6.5% < HbAle < 9.0% 23 (20.54) 30 (25.64) 42487 (0R,,) 39175 ~ 45367 3749 (B,,)
GG > 9.0% 13 (11.61) 18 (15.38) 53635 (OR,,) 49368 ~ 56.682  3.982 ( B,)

TE: a: PALARETERCIE N | AR08 | W | DG LA R B 0 A5 IR IR IR R 5 Y OR i b: 240 6.5% < HbAle < 9.0% # 5% OR {1 (OR,, );
c: 4l HbAlc = 9.0% # %  OR il (OR,,) ; d: H4EZ5 7848 AG [ ORfH (OR,,) 5 e: 6.5% < HbAlc < 9.0% 52254 AG 3 HAEH
JAM (OR ) 5 f: HbAlc = 9.0% 524554 AG 2 H )71 OR fH (ORyy, ) 5 g: F4iBfE GG OR{H (OR,,) 5 h: 6.5% < HbAlc < 9.0%
581 GG % HJF M OR fi (OR,,,) 5 i: HbAle = 9.0% SB[ GG S HJFHY OR A (OR,, )

3 itg

Wil - 2 20 1 vl 2 Je DA B AT 1A 1 =X
Ak, BRI R I ANB A BT bR R
HHTEBEAR S SRS TE TR,
SR B BN, B (BMD) T REAERIL, A
B PRI B A B & DO RO MY e,
WE PRI B A 50% JF & BTG RS, IiE BB AL
— BURAE ARG, o BT R 1 R
IR F A A, e A U
I, X DO Gy M4 T S FIWr, IF 0 s
WE Fas W, BIGYT Rk DO KA DLk 8 %
iU i R i, WS &I, DO 1% AR 3Bk IR
Titfe R AR R ILFEVER, FERE AU

NHEXT DO 1) 5y A ARl U, 3302 iy g
SER F IR I AE Y SNPs JE 200 i 14728 3 S 80 ikt
AR ES . I, FRISHEILH K SNPs 7] DL T
i 45 b N AUE ABER A0 A, A B T LR K
TRZI B DO TEAN R 1 %
Wi R 221k (ER) & —FhJE T T B Ak
RIGMREN, 58 MMEFM 714N EF, A
ER« 1 ERB W AhIE AL ™, ERa fIERB HA 4
LURR S, L SHBUR IR Z A, o
ERB T 5L, oM. BESAH X, 1
ER o FEFTEH B IRBUE EE/EA, 2 R
SiE AU IE PR 2 — , Al 2 5 ME R i 45 Ak 20
TR, Ik, ERa ER 58 BRBTFME 2 [A]
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AHENATZMPIRR . V#0598 Z I ERa FE
Xbal (19340799 ) i 45 A+ FIFHEE — &
T, BIEZ ERa YA 5 DRE Y AT R B,
A Xbal (GG ) FHER R B 46 28 4 P ) BMD ik
FAK T Xbal (AA/AG) HFAFH, XEHTE
o 25 e M Y BP B 1) BB RN 42, 1T Xbal (AA/AG )
PR 70 5 A e KOG, AT S ) B 4G gt
7. ERa #E [H Xbal SNP %} BMD A4 5 il A AU A7 7E
Ttk NBEd, BP9 8 R ®, ERa 3L K Xbal fif
M E N BRI G, A G B A
1) B T BB O EARHEIE , FRAT]
[F] K¢ & B8 ER o 358 A Xbal 37 55 5 8 5% B WA E 22 1)
By 25 ) B &, 54 Xbal (AG) il Xbal (GG )
N B T2DM B # DO i XS & T #5717 Xbal
(AA) MR, X 7R ER o Xbal %K %€ 745 0] (&
ik T2DM L # J1:& DO WX . DO 1) % A AL -+
SR, ZZ ) EE W, MR — R
J7 T2DM [kt A5 s ¥, HbAle = 7.0 %
1) T2DM & 35 £ A B8 IR s I & E i HE % 10 25
T HbAlc < 7.0% ¥ F8 3 o IR 45 il A A 1 2 4R
T2DM HFHRE R R, HbAlc = 8.0 % B
It % DO Ay XK 235 = T HbAlc < 8.0 % 4,
X 7% HbAlc J& T2DM H& % I & B i A% /Y 1k
SEAER R, IR AR R R B T A DO
KU o ASHF 78 45 5 B R 6.5% < HbAlc < 9.0% I
HbAlc = 9.0% A T2DM H # & DO ) XU B
= T HbAlc < 6.5% %, JF H HbAlc = 9.0%
3% B DO KU & T 6.5% < HbAlc < 9.0% ¥
B

T8 2 58 EAR FHAE A R PR 2R (8] A9 58 B A 7
FE TR RA TR A —FPEAs vk . AFsE
FW Y HbA L K55 A0 JE i 22 Rl A DL & £ Fif
FEPAAL 5L SPNs AR ) 32 BAE . H 2 HETA
* ERa #[H Xbal Z &5 HbAle /KX DO A9
L HAE R SEA R RIE . ABF5E L Xbal (AA)
JE R A HbA e < 6.5% fE N2 18, & ¥ HbAlc
JKF- 5 Xbal He B AAAEE 0 28 BAER, HAgH
YER 30 T DO 19 & 95 KB . HbAlc = 6.5%
Al Xbal (GG ) HIXF DO A4 & A AU A AH L I 35
KA. AN, RBFFE KR, Xbal JEH G T 5
HbAlc = 6.5% WRIFEAEZEIE M s AR, X#ER
Xbal 1) G 2 5K K DO By fa ke KL M, #E4H7 Xbal
( AG/GG ) HEH R HbA 1c 7K - 5 1 FRw ok
FEHMLH], AW X T AR T HbAle /KF5
WHLR T2DM B WA RIS, I B
IRENSTR) 7 i IS = G IR LN E =R A I e
Mg, P KR A A B3, YEmh DO B &4

i TR AR ME A Xbal (AG/GG) [/

RN ERCZOK e, SECA hAER ], i i

Y H R R B U, B DO A

Az AU
Zi LTk, #54 Xbal (AG) Al Xbal (GG )

B AL A K 8 DO i fE N HE, xS R PR AU R

HbAlc K-FHIZSHAEHIERE T DO WA E R, i

R AT 8 3o 2 ) HbA e 7K1 L K i PR 8] 442 3% 21 F )y

DO I H .

B
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