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P XUE LT LncRNA MALAT1 e miR-211-5p &k K P
5 I A Sk 8 B OGP 53 A
ORI, RO, F L, v’

(1. b WM PTG B4 A BE e B IR, Ildb il 0617245 2. Jaldb AR B 24 B oR A 27 e B IRl
AT 0500915 3. AfE 2= B o8 AL e R KRGl Tl dE A fE 067000 )

i E: BRY T KAEIES A RNA MRS 48X 4 Z BT 1 (long non-coding RNA metastasis associated transcription
factor 1 in lung adenocarcinoma, LncRNA MALAT1) , % #Z#E4Z88 (micro RNA, miR ) -211-5p & ik R -F E AL 5 G R4
AERGARRME TR SRR 20224 1 ~ 6 AT A N b G R 2 A R I BB AT S 64 & 8 R 80 1) A AT 5 et S B R4 ),
B2 F % et AT kAR 6 4 b 80 #) A s FB4E, R A %2 BF K 62 & PCR (quantitative real-time PCR, qRT-PCR) A& 5
X4 f % P LncRNA MALAT1, miR-211-5p & A K-F; BAMLE R ARIAEKR 4, a1 (RRGES . K
SR R BEARAAAR) AT E R F 5 E 5, 4418 % T KA SNK-g #l; A& KRB REAEREL b i
7 LncRNA MALAT1 #= miR-211-5p £k R-F 6948 % MK Pearson k047, AR @B A% F i LncRNA MALATI
(1.90+0.25) &iEKFFHFAFEA (1.02+0.13) , fE miR-211-5p (0.53£0.07) Fik KA TF 28B4 (1.05+0.10) ,
EFHA R FENL (1227933, 38.103, ¥ P=0.000) . #J& M & Peik vt & 1 % LncRNA MALAT1 K-F3) 3 T2 2
(2.29+4042,2.47+031 vs 1.54%£0.12) , £FA %t 5EL (15000, 16.766, 35 P < 0.001) . 27 miR-211-5p K-
AR TAE M (0.28£0.09, 0.22£0.06 vs 0.74£0.11) , ZFA LIt FEL (1=24.748, 25217, ¥ P <0.001) . FHF A b
7 LncRNA MALATI (2.06+0.26) & xAK-FZH T HFER (1.50£0.16) , F% & o & miR-211-5p (0.39+0.11) & kK
TR (086+021) , ZFAL%HFEL (=9.768, 13.127, 33 P < 0.001) ., 2 & & &7 LncRNA MALAT1 A8+ %&
EARPF TR BRARHKAA (2.59+0.38 vs 2.02+0.19, 1.98+0.44, 1.89+0.30) , ZFA %3 EL (1=5.559,
6.038, 7.375, 3 P < 0.001) . s miR-211-5p R-FAK TS A . AFRA R BLA (0.17+0.04 vs 0.39+0.09, 0.43+0.11,
045+0.10) , £ZFH%itF &L (=7.651,9.177, 10.520, 35 P < 0.001) . ER@ER< 1%, 1% ~ 50% F==> 50% &5 &
R E & fr 7 LncRNA MALAT1 &k KPRk F 5 (1.69+0.19, 1.92+0.21, 256 £0.26) , £FH it 5 & 3L (1=6.424,
17.408, 12.312, 3 P < 0.001) ; EHER< 1%, 1% ~ 50% Fo=> 50% 89 & F R E & 5 miR-211-5p &k KPR KT F
(0.70+0.09, 0.41 +0.10, 0.21+0.03) , ZF A%t EL (=18.972, 22.964, 9.012, 3 P < 0.001 ) , Pearson #8557
2, BB EF oE LncRNA MALAT1 5 Z H@R 2 EAM% (/=0.576, P < 0.001) , f7& miR-211-5p 5 XM &R 2
ik (r=-0475, P <0.001) ., jmR< 1. 1 ~ 3 FFo> 3 F 09 G5 EH 7 LncRNA MALAT £ ik K-F1R R B
1% (1.65+0.18,1.88 £ 0.22,2.48 +0.23 ) , £ZFA%itFE L (1=5.984, 20.581, 13.291, 3 P < 0.001); mE<1F.1~3
>3 509 G B E A i miR-211-5p Ak K FAR K AR 0.68 £0.11, 0.53 +0.10, 0.21 £0.04 ), £ F A %3t 5 % L =8.352,
24.942, 15.170, 34 P << 0.001 ) , Pearson #8 % 247 % W, 27 LncRNA MALAT1 5 %42 2 E48 % (1=0.344, P < 0.001 ),
A miR-211-5p HmAE 2 fi4a X (1=-0433, P <0.001) . 25 &#ENEH 07 F LncRNA MALATI 4% L3, miR-
211-5p %3 Fifl, A5 k@M B RSl RAFER Z 40X,
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Abstract: Objective To investigate the correlation between the expression levels of long non-coding RNA lung adenocarcinoma
metastasis-associated transcription factor 1 (LncRNA MALAT1) and microRNA (miR)-211-5p and clinical characteristics.
Methods From January to June 2022, 80 patients with vitiligo who were admitted to the Department of Dermatology,
Cangzhou Hospital of Integrated Traditional Chinese and Western Medicine, Hebei Province were taken as the research objects
(Vitiligo group). Meantime, 80 healthy people who underwent physical examination in the hospital were the control group.The
expression levels of LncRNA MALAT1 and miR-211-5p in the serum of subjects were detected by real-time quantitative PCR
and independent sample 7-test was used for comparison between the two groups. One-way analysis of variance was used for
comparison among multiple groups (different clinical stages, clinical types, skin lesion area and disease duration), and SNK-¢
test was used for multiple comparisons between groups. The correlation between the skin lesion area and the disease course of
patients with vitiligo and the expression levels of LncRNA MALAT1 and miR-211-5p in serum was analyzed by Pearson method.
Results The expression level of serum LncRNA MALAT1 (1.90 + 0.25) in vitiligo group was higher than that in control group
(1.02 £ 0.13), and the expression level of serum miR-211-5p (0.53 + 0.07) was lower than that in control group (1.05 = 0.10),
and the differences were statistically significant (+=27.933, 38.103, all P=0.000). The serum levels of LncRNA MALAT]1 in the
progressive stage and rapid progressive stage were higher than those in the stable stage ( 2.29 + 0.42,2.47 + 0.31 vs 1.54 +0.12 ),
and the differences were statistically significant (#=15.000, 16.766, all P < 0.001). The serum levels of miR-211-5p were lower
than those in the stable stage( 0.28 + 0.09, 0.22 + 0.06 vs 0.74 + 0.11 ), and the differences were statistically significant (/=24.748,
25.217, all P < 0.001). The expression level of LncRNA MALAT1 (2.06 + 0.26) in serum of vulgaris type was higher than that
of segmental type (1.50 + 0.16), and the expression level of miR-211-5p (0.39 £ 0.11) in serum of vulgaris type was lower than
that of segmental type (0.86 + 0.21), and the differences were statistically significant (/=9.768, 13.127, all P < 0.001). And
the relative expression level of LncRNA MALAT1 in generalized type was higher than that in acral type, localized type and
sporadic type ( 2.59 + 0.38 vs 2.02 +0.19, 1.98+0.44, 1.89 +0.30 ), and the differences were statistically significant ( =5.559,
6.038, 7.375, all P < 0.001) . The level of serum miR -211-5p was lower than that of acral type, localized type and sporadic
type (0.17 +0.04 vs 0.39 +0.09, 0.43+0.11, 0.45+0.10) , and the differences were statistically significant ( /=7.651,9.177,
10.520, all P < 0.001 ) . The expression level of LncRNA MALATI in vitiligo patients with skin lesion area < 1%, 1% ~ 50%
and > 50% increased successively ( 1.69 +0.19, 1.92 +0.21, 2.56 + 0.26 ) , and the differences were statistically significant
(1=6.424, 17.408, 12.312, all P < 0.001) . The expression level of serum miR-211-5p in vitiligo patients with skin lesions
< 1%, 1% ~ 50% and > 50% decreased successively (0.70 + 0.09, 0.41 £0.10, 0.21 £ 0.03), and the differences were
statistically significant (==18.972, 22.964, 9.012, all P < 0.001). Pearson correlation analysis showed that, in patients with
vitiligo, serum LncRNA MALAT1 was positively correlated with skin lesion area (+=0.576, P < 0.001), and serum miR-211-
Sp was negatively correlated with skin lesion area (7=-0.475, P < 0.001). The expression level of LncRNA MALAT]1 in vitiligo
patients with disease duration < 1 year, 1 ~ 3 years and > 3 years increased successively( 1.65 + 0.18, 1.88 + 0.22, 2.48 + 0.23 ),
and the differences were statistically significant (+=5.984, 20.581, 13.291, all P < 0.001).The expression level of serum miR-211-
Sp decreased successively in patients with vitiligo with disease duration < 1 year, 1 ~ 3 years and > 3 years decreased in turn
(0.68+0.11,0.53 £ 0.10, 0.21 + 0.04 ), and the differences were statistically significant (=8.352, 24.942, 15.170, all P < 0.001).
Pearson correlation analysis showed that serum LncRNA MALAT1 was positively correlated with the course of disease (=0.344,
P < 0.0001), serum miR -211-5p was negatively correlated with the course of disease (=-0.433, P < 0.001). Conclusion The
expression of LncRNA MALAT1 in the serum of patients with vitiligo was up-regulated, and the expression of miR-211-5p was
down-regulated, and were obviously correlated with clinical characteristics such as skin lesion area and disease course.
Keywords: vitiligo; long non-coding RNA lung adenocarcinoma metastasis-associated transcription factor 1; microRNA-211-5p
PR —FP B AR TR, HARMER B AR BERE AL RN — R SE 2,
AR EEEIEA G, PR B RS2 5 0 X ) €5 BB SA R EEROH ERERATE, A H R
EWRE, WRRI A ETLEER . T, FEKER, AR R R B AR RAS %R (non-coding
g N B R R AL B S T RNA, ncRNA) 2§+ 5% ncRNA (long non-coding
BORIENE, AR ERWIRIAZE N A B et , RNA, LncRNA) Flf/MMZBE#Z R ( microRNA,
5 AL AR R 2R LS ART . A ORI R R A miR ) , H 1 LncRNA J2& K J& B i 200 4~ 4% H 12
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() neRNA, A /E A A 8500 & Jee i 50 o %t
[t LncRNA, miRNA %%, HA 14 ~ 25 DA
fi, CESC LncRNA 0] LIAE b miRNA 45 & 45 4E
M, B9 5% Pl LncRNA 16 T 41 565
AR T | RRA I B R R P XA R A A S
FiE ¥ T LncRNA ili i 55 B AH GG s R 1 1
( metastasis associated transcription factor 1 in lung
adenocarcinoma, LncRNA MALATI1 ) a2 5 %
WU A % Je BRS¢0, BRAHMBHATT 45 7
&P, LncRNA MALAT1-miR-211-SIRT1 15 5%l n]
REN VR Ay “ TR A P 40 P S e 4
PR R AR E R . miR-211 /BN e LR 2 5 0
RANMIAE R PR B A D s 1o, L AT 3 2o
1] POLH {42 5 4k i i DNA 145 . miR-
211 £ 4% miR-211-3p 1 miR-211-5p, % 4 J 151 I
% Bl LncRNA MALAT1 5 miR-211-5p 778 45 & i
R, HCT 2B S P XUR I PRAEAE A A DG A
FEMATRA o P IAS BiF 53 38 1 52 B 28 51 € 5t PCR
( quantitative real-time PCR, qRT-PCR) ¥l %
9 AR A 1ML 7E B LneRNA MALAT1 5 miR-211-5p
AN IR, b B R A s XU R R 1)
AEOCHE, AR P XU TR A da T 7 S R
1 MR5HE
1.1 AR % EH20224E 1 ~ 6 Adbaa
PG B 25 G R B Rz FRABHICTA Y XU 2 80 i
WIS (P ), Hrh Bk 33 i, 2otk 47
], 4FH% 10 ~ 61(35.55+5.68) %, L6 N ~ 7
(3.22+£043) 4F, PARHE: OFFE CHBXUIG
PRI K IR iE (2003 SEETTRR ) ) THARSCIZ G
FrifE ©s @ AR 3 B AREZIRIT; OBE KR
AU HEBRbrE: O, . BEEEREY
R E B A 2, QEEMIEE ; OMEAR
IARERL A TS, @ H O fUR B st XA H At
B Ims R o XU PR 2SI AR Al [ 41 Sk 1
Rl PR Sk £8. 35 43 A DRk o e 3] (3 A~ H N &
P KARE AR T 10% ) 15 6, dERY (6 1~ H
%1

PR AR B R BN T 10% ) 20 FlFEE 1 (6
ASH N EBECH B2k ) 45 ], IR IS0 (A
P IRUIG R 7380 P 2ihnife (2003 4R4&1THE ) ) (H
e[ RV B R S R A e ) 1Y, F
W56 4 ({2 &AL 9], Mooy 13 4], JRyBRAY 14 431,
Bk T 20 1)), B 24 5], Sk IRI T B adk
TR e R 2 80 il Ry xif R ZH, Hrpr B3 1 36 41,
aVE 44 )5 AERS 11 ~ 60 (36.21+5.79) %, il
PR AR A E R G EE L (P> 0.05) .
EN IR ZY P T (e P AR IR | A

12 M ELHXA qRT-PCR Y ( 2 E ABI A,
A5, ABI 7500 %) , Trizol iX#] ( B SCHI A=)
BHEABRAR ), Wit a ( LR A yE
A RAF) .

1.3 7%

1.3.1 915 B2 M. 74k T.H. starbase (http:/
starbase.sysu.edu.cn/index.php ) i Jlll miRNA 7 Lnc
RNA Z R HEAER R

132 FEACRAE: PR E T A B2 H S R
22 MR KM Sml (6 BRALARK Y H ) , 3 0001/
min #.0> 20min, B EEWR, 2 -80 CUKFIIRAT,
RIS

1.3.3  qRT-PCR £ Ifl{# LncRNA MALAT1, miR-
211-5p FIAIKF: MR Trizol iRk Fr iR BAE AL IR 4R
IS A RNA, R 5 RNA R R4y, fRis
e SRR G U W 33 7 55 W cDNA, >R qRT-PCR
ASCHE I 1L 7% F LncRNA MALAT1 Il miR-211-5p 4
X 2235 7K -, miR-211-5p LA U6 N N %, LncRNA
MALATI Lk B -Actin HINZ:, JWAAMF: 95CHiAE
P 10min; 95 °C 28 4 10s, 56 °CiE k 30s, 72 °C %t
i 30s, it 40 NMEH . BIWE RIS
M LA TAEY) TRABRA RS, 514975 03%
1o SPEAESR 3 WA/ B2, 279 (Cr
R EIE ) 115 B /93 LncRNA MALAT1 Al
miR-211-5p BYAAXTFRik

qRT-PCR 3|#1 55

A ]k T4
miR-211-5p 5’-CTGAATGTGAGGAGG-3’ 5’-GTCCTTCGGCATCCCGGCCG-3
U6 5’-GACAGATTCGGTCTGTGGCAC-3 5’-GATTACCCGTCGGCCATCGATC-3’
LncRNA MALATI 5-TGTGACGCGACTGGAGTATG-3 5’-CAAAGGGACTCGGCTCCAAT-3
B -Actin 5’-GACTTAGTTGCGTTACACCCTT-3 5-TTTTGACCTTGCCACTTCCA-3’

1.4 %it5 b K SPSS 25.0 FA-A kT8
AbEE T TR AL I3 Y LncRNA MALATI,
miR-211-5p F KA = ppifE2s (xxs)
N, PR BRI S A ¢ K Z2410m] O

GRS . IR e i A AR ) gtk
TR ZE T 25081, 4l 28 AR SNK-¢g K
55 PR RUR B 0 AR O R 5 I TP LneRNA
MALAT1, miR-211-5p 3 ik 7K F # A1 3¢ ¥ % H
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Pearson 343071, P < 0.05 NEFAH G5 L, 22 Meiub A #ERAIfRS T G BRNEE L E
2GR LncRNA MALAT1, miR-211-5p k& KF W2,
2.1 & R 40 Fe AT B8 48 i LncRNA MALATI, P 7 R 1) K o W) 1LV LncRNA MALAT1 7K -

miR-211-5p & A K-F  FHBEXALEH M LncRNA - B R EETREEW, 296503 X (=16.766,
MALAT! (1.90 +0.25) Fik/KF 03w TX R4 15.000, ¥JP < 0.05) ; PRtk i A o Je 10 i v
(1.02+0.13) , Ifii¥ miR-211-5p (0.53+0.07) £ miR-211-5p /KPR EARTREW, Z5a501%
KK B EM TR EA (1.05+£0.10) , Z2REH Y (=25.217, 24.748, ¥ P<0.05) .
Yiitep S (1=27.933, 38.103, ¥ P=0.000) .

*2 HREHRDA. #RBANREHABEXESEME LncRNA MALATL, miR-211-5p RikKFE (x+s)

TiH Pt (n=15) IR (n=20) FEW (n=45) F P
LncRNA MALATI 247+031 2.29+0.42 1.54+0.12 99.289 0.000
miR-211-5p 022 +0.06 0.28 +0.09 0.74+0.11 244,342 0.000

23 ZAR. HERAR ., ARAEBRREA QBN EE 13.127, P<0.05) . {Z &A% LncRNA MALATI1
f2 7% LncRNA MALAT1, miR-211-5p &k KF - FEXT R AT b 35 1 T o Y . Ry BRI R iR Y,

I 7 LncRNA MALATI (2.06+0.26) 3 ik ZRHG I E X (25559, 6.038, 7.375, ¥ P
KR T (1.50+0.16) , -5 B %4 < 0.05) , [ miR-211-5p /K- B4 T B

miR-211-5p (0.39+0.11 ) Fik /K (K TH7 B JRBR T R Bk T, 2R AT E L (7651,

A (0.86+0.21) , ZRAGZIFE L (=9.768, 9.177, 10.520, ¥ P < 0.05) , W 3.

£33  ZERE., BnE., BREREELZEABXEEMF LncRNA MALAT], miR-211-5p K (x£s)

TiH 2R (n=9) Je Al (n=13) JIRA (n=14)  HEM (n=20) F P
LncRNA MALATI 2.59+038 202+0.19 1.98 + 0.44 1.89+0.30 9.584 0.000
miR-211-5p 0.17 +0.04 0.39+0.09 043 +0.11 045+0.10 20.056 0.000

24 RE KRB @R G RN EF &2 F LncRNA 14 F 988 AR 3 I T miR-211-5p ik KPR IR i 2
MALAT1, miR-211-5p KPR AT XK ESH WK 4, B, ZRAGIT2FE L (=18.972, 22.964, 9.012,
< 1%, 1% ~ 50%, > 50% [ XS ¥ P<0.05) . Pearson AHOCYES BT R, IR XU
H M7 LncRNA MALAT 1 F3A/KCHR K B2 T, F 1ML LncRNA MALAT1 5 Jz 151 1fi #5522 5 35 1E 4H
ERAGIFE X (126424, 17408, 12312, ¥ X (r=0.576, P<0.001) , Ifil % miR-211-5p 5 }Z 4%
P <0.05) ; FHHEH< 1%, 1% ~ 50%, > 50% RS B E A (7=-0.475, P < 0.001)

x4 AE R IRER AR EE M E LncRNAMALAT1, mi3R-211-5p KiAKTE (x+s)
TiH < 1% (n=40) 1% ~ 50% (n=29) >50% (n=11) F P
LncRNA MALATI 1.69 £0.19 1.92+£0.21 2.56 +0.26 76.140 0.000
miR-211-5p 0.70 £ 0.09 0.41£0.10 0.21£0.03 171.815 0.000
2.5 FERAE G RN EH 75 LncRNA MALATI, U LT miR-211-5p 35 /K AR b 25 B AR,
miR-211-5p & ik K F & A8 % M 5 47 WL £ S, £ 5 A 41T 2F 2= X (28352, 24.942, 15.170,

R < LA, 1 ~ 34F, > 340 XU & I ¥] P<0.05) . Pearson ff 3¢ 1 43 #r & B, Il 1%
7 LncRNA MALAT1 &K K AR K B & Thi, 22 LncRNA MALAT! S5 2 B2 1EAHG (14=0.344,
S G B X (1=5.984, 20.581, 13.291, P<0.001) , L7 miR-211-5p 5 5 5 i 2 1A ¢
P<0.05) ; < 14E, 1 ~ 34F, > 34EM AR (r=-0.433, P<0.001) .

x5 AEFEBEX EEME LncRNA MALAT1, miR-211-5p FRiEKTE (x=s)
e < L4 (n=39) 1~ 34 (n=22) >34 (n=19) F P
LncRNA MALATI 1.65+0.18 1.88+0.22 248+023 106.234 0.000

miR-211-5p 0.68+0.11 0.53+0.10 0.21+0.04 155.545 0.000
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3 it

FA i A i DAL B 8 P i s, 4t R
L B B RAE 0.5% ~ 2% ) ", HEXUE
—FhZ R ERE, AR Re MR R A
&, RIRFRICN Az, HRmGH . AR
WM. JCREE Y HATC R Z AL T RERIR
RAAZAMMIE R, RS . A SRR .
AN . SRR AT AR 7 A R A 2R A B v AL
b B AR Y A Tl R AT BB S e e T B A
R AL A5 . 2B Z R HL AT BE7E P gt AU H 3 ]
VEF s iR R NI AR, e 2 S B0MA R) A Ife PR &5
% [13-14]0

A RBEE R R A, &3 LncRNA 5
BTl N SSTR A A B A A ARG 1Y FEN
YefifK 11q13.1 & ¥l LncRNA MALAT1 J:H, H
AN MIAZ Bk U & T LncRNA MALAT1 2
St R pLE B it 2 A HaE, AR s UR
FAR N B BARE HIOLE B AT iiE g . oA
TR, LncRNA MALAT1 K78 F XU 2 1ML 3
w3, AT LG G miR-211 AYFE A M SIRTI
Koy 2 AN A S DNA $7 , LIRS e fz ),
AW, FRXEH IME T LncRNA MALATI
AKSF TR, UL I 7% LncRNA MALAT1 5
F AR B R AR B UM G A, iR Rk
E 2 A 175 LncRNA MALAT1 7K F- 5 3 55 T 5
EW, TRz & R LneRNA MALAT1 7K
i, ITE LncRNA MALAT1 7K i Bz 45 i FH
S I S S5 A, DA ¥R, PR 1
FUTE, M4 LncRNA MALATI #55, #2785 LncRNA
MALAT1 5 P RUs T2 RAT 5C . HARSCIE 74 ik
7K I 3% LncRNA MALAT1 5 fz 5 i FL. i B 5 &
FIEA G, #HPE— 478 LncRNA MALAT1 2 5
FRE S & R R . B IRUE B & BRI an
W R . HURIRAR 5 s Z ] C R BT
W= F Z AFAEDURE A SRR AR 3 7 R AR
295738 5F F2 P LncRNA MALAT1 2 i B #a 34, 4fe
I LncRNA MALAT1 25 T P AU 5t i FLUR A D
TR T S U TR R A MR S A e R,
BRI T R — AR, 6 R R e A S
sy UL BERIG R AT AKX LneRNA MALAT1
AR AN, LR B A DT i R 3 I R R
R R T PG

FRA miRNA B —Z/NEESRS RNA B £
e s 1 Jo vh A SRR 1 R o A Y miRNA &
20 ~ 30 MEHFRR KA RNA, B 1@ 5 mRNA
Bl S SR LA T A 45 2 R . miRNA 5 4
mRNA HER o BAME PSS RO, 385 7E 3'UTR

H, SFEGEHEI I BOZ BRI U] mRNA 248 B ff
YW1, p53-TRPM1/miR-211-MMP9 flif#80i% o] i
PR T — ARSI BRGY PR, W] LSS A
BEAMORVIEZER P miR-211 J& B XA ik
M b K gt AR DGR 9 PR, LR P 2R B
R, i PR miR-211 AT B i KU 3 4 R
FI#, ATREAEN R XA YT TR ZERE 0 At
AR N, PR B I T miR-211-5p 7K
B E T4, 5 BRAHMBHATT % 7 A
SERARRL, R W] miR-211-5p 75 H AU & 1 4 1
T, ELAGIE O™, If%E miR-211-5p KSFHAE,
$E7R ML VE miR-211-5p 7K AT BE 5 18 XA i 17 7™
FEBEA Ko BE— AT A B, LY miR-211-
5p K- R A AR SO A 2 B AR OG, D] miR-
211-5p 5 P19 KU 1 55 %% AH G, 4l miR-211-5p
IR BBV 5 i RS 2 5 R
O Z IEHE ], LncRNA it 5 miRNA
455 B HEAE S B E €, LncRNA AT DL 58 24
miRNA ¥ 4 (ceRNAs) , 3@ 4 mRNAP, ¢ F
LncRNA MALAT1 5 miR-211/miR-211-5p iR £
A B, B, LncRNA MALAT1 AJ L4 ] miR-
211 0 BRI T Y, LncRNA MALATI
38 3ok 8 [A] miR-211-5p 2 3 48 E S 7 o o R B i ke
IR A 2T B HLSE 0 % B LncRNA
MALAT1 5 miR-211-5p fA1ESS G AL s, 456 =
TE BRI h g2k Ak, HED s U
ML LncRNA MALAT1 7K~ i) 54 T s o] BEA ] 1
miR-211-5p A3k, FEMMEE 1 xUE & R Al
MR, S R
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