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LINCO01503 J4#5 ERK Ak e 32k £ 4% 851K A0 M
JeT7 HCHL R BLT W o8

EHES, FHAS, B AC, R, KMNEH
(HISEHT ATAIX N RERE a. BEHAYTRE: b, 04k, PERITEEE 010017)

W OE: BY WA KEEBAEIEZIE (LncRNA) LINCO1503 4% 48 i 41z 598 ¥ %8 (extracellular signal-regulated
kinase, ERK ) i #&-# B8 AT 324 8k JK 29 J 9% ( esophageal squamous cell carcinoma, ESCC ) #% 77 &35 49 7 JA ALh) .
Fik KIE2014F6 A ~2017F 12 ANEFAERARKER ESCC & FBARB S FULAFA 79 4], KN Eurs
K% % PCR #:] LINCO1503 /2 ESCC 4148 W 4 &k KT, 47 LINCO1503 5 ESCC #3156 R w3 A4k . 077 Hk ik
B ARG W % &, #3E ESCC 4L 77 435 2 itk KYSEIS0R, #: KYSEISOR 40 At LINCO1503 #9 & ik ; #: 4 siRNA T
i KYSEI50R ¥ LINCO1503 # % &, CCKS8 5% Bath i) &2 2 JL 8 7 RGP 5 370 X, 2m X o Aa o) - 201 2 8L 8] 2 e 2 L P
=; Western blot # &-28 28 2 ERK1/2, PERK1/2, #afe 4% @ D1 (cyclinD1) , émﬂ@ﬂﬁﬂ%m% i B 4 (cyclin
dependent kinase 4, CDK4 ), =% & Bcl-2 #» Bax & @ ik, &R LHEFa48k, LINCO1503 £ ESCC AL ¥
FA EiA (4154121 vs 0.96+0.43) , £ F A %+t 5 & L (1=22.083, P<0.001) . LINCOI503 & &k 5 &% T 454,
HELHS . TNM 58, HTRAAH X, 27 AR FEL (122322 ~ 2,939, 3 P<0.05) . LINCO1503 F:m &
B & T EARA 0.780 (95%CI: 0.676 ~ 0.884) , X HEFodF 7 5 % % 81.58%, 67.05%, LINCO1503 & Ak ik 5 4
4 5 AR T LINCO1503 Ak & ik 28 [41.86% ( 18/43 ) vs 63.89% (23/36) |, £ %A % it 5 &L (=4.430, P=0.035) .
5 §i-NC 28483, si-LINCO1503 28 KYSE150R 4n fifL 6 7% 57 40 o PE 38 m | fnﬁiﬁfﬁéﬁfr%re’zx (+=17.391 ~ 33.692, ¥
P<0.001) ; si-LINC01503 28 KYSE150R %8 )8 £ fLi# 2 GO/G1 #1 (61.47% +3.60% vs 52.15%+2.11% ) , #8fa/d 3%
Am (31.95% +2.40% vs 3.68% + 0.47% ) , £F¥HA it &L (=4.602, 20.022; P=0.004,0.002); PERK1/2 (0.24+0.03
vs 1.25£0.09) , cyclin D1 (0.18 £ 0.06 vs 1.40 +0.14 ) , CDK4 ( 0.87+0.09 vs 1.37+0.16 ) #= Bcl-2 (0.16 +0.03 vs 0.85 +
0.07) &G &K KL, Bax G Rk (0.69+0.06vs 022+0.05) , ZFHH % FEL (=4.718 ~ 18.440, ¥
P<0.05) . £ LINCO01503 il it 4% 3 ERK #8240 7832 4 i 8 4 4= B 423t ESCC @ik /7 4645, A 1% # ESCC #4077
PATH BT Fel
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Mechanism of LINC01503 Promotes Radiotherapy Resistance to Esophageal
Squamous Cell Carcinoma by Regulating ERK Phosphate Acidization
LI Zhi-jun®, JIANG Hai-yan", BIAN Chao’, ZHANG Hao-wei', ZHANG Si-qgin-hu"

(‘. Department of Radiotherapy; b. Department of Teaching, People’s Hospital of Inner Mongolia
Autonomous Region, Hohhot 010017, China )

Abstract: Objective To investigate the mechanism of long chain non coding RNA LINC01503 regulating the phosphorylation
of extracellular signal regulated kinase (ERK) pathway to promote the radiotherapy resistance of esophageal squamous cell
carcinoma (ESCC). Methods 79 cases of cancer tissue and adjacent tissue samples from ESCC patients in People’s Hospital of
Inner Mongolia Autonomous Region from June 2014 to December 2017 were collected. The expression level of LINC01503 in
ESCC tissue was detected by real-time fluorescent quantitative PCR, and the relationship between LINCO01503 and clinical
pathological parameters, radiotherapy sensitivity and prognosis of ESCC patients was analyzed. ESCC radiation resistant cell line
KYSE150R was constructed, and the expression of LINC01503 in KYSE150R cells was detected. Transfection of siRNA down
regulated the expression of LINC01503 in KYSE150R.CCKS assay was used to detect the radiosensitivity of cells in each group
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and cell cycle and apoptosis were detected by flow cytometry. Western blot was used to detect the expression of ERK1/2,
PERK1/2, cyclin DI, cyclin dependent kinase 4 (CDK4), apoptosis protein Bcl-2 and Bax in cells of each group. Results
Compared with the adjacent tissues, LINC01,503 was up-regulated in ESCC tissues (4.15 + 1.21 vs 0.96 = 0.43), with a
statistically significant difference (=22.083, P<0.001).The overexpression of LINC01503 was related to T stage, lymph node
metastasis, TNM stage and radiotherapy resistance, and the differences were statistically significant (7=2.322 ~ 2.939, all
P<0.05).The area under the curve of LINC01503 predicting prognosis was 0.780 (95%CI: 0.676 ~ 0.884), with sensitivity and
specificity of 81.58% and 67.05%, respectively. The 5-year survival rate of LINC01503 overexpression group was lower than that
of LINC01503 low expression group [41.86% (18/43) vs 63.88% (23/36)], the difference was statistically significant (x’=4.430,
P=0.035).Compared with the si-NC group, the radiosensitivity of KYSE150R cells in the si-LINC01503 group increased
significantly (=17.391 ~ 33.692, all P<0.001). In si-LINC01503 group, KYSE150R cell cycle was arrested in GO/G1 phase
(61.47% = 3.60% vs 52.15% = 2.11%), apoptosis increased (31.95% +2.40% vs 3.68% = 0.47%), the differences were
statistically significant (+=4.602, 20.022, P=0.004, 0.002), respectively. PERK1/2 (0.24 + 0.03 vs 1.25 + 0.09), cyclin D1 (0.18
+ 0.06 vs 1.40 + 0.14), CDK4 (0.87 = 0.09 vs 1.37 + 0.16), Bcl-2 (0.16 = 0.03 vs 0.85 + 0.07) protein expression
decreased, while Bax protein expression increased (0.69 + 0.06 vs 0.22 + 0.05), the differences were statistically significant
(t=4.718 ~ 18.440, all P<0.05).Conclusion LINCO01503 is a potential molecular target to reverse ESCC radioresistance by

promoting ERK phosphorylation, regulating cell cycle and apoptosis, and promoting ESCC radioresistance.
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B WAEEE 2 —, SRR L S
JEARSCAET-EE S RIE N, B —Fr B
DL FH A M B R 4 A3 esophageal
squamous cell carcinoma, ESCC) J& & &% M) £ 2
HAKA, SR 80%, H BT AR
Ifi R ESCC WY ERYT ik, JoHE X T s
i FARB R E, (B2 ESCC ML H H AU ikt ,
SR B E I R RO R P, BFgEE B, ESCC
YRR T IRPUE I AF R S S Rs i T A,
AR B 5 ESCC iy 808k AH OC 1Y S 3k o+
FEXRFEZE P, LINC01503 J&H XIE & ¥ 2235 5 it
Yew K A i A A B A% R (LneRNA), HAE &
5 RSk SR A1 B b 04 R B AR 21 21 B T
fm, JERE ESCC a3 sE . WEE k. T8 .
1228, LI % " 4338 LINCO1503 7 51 4195 R #1124
Mk FIRE, LINCO1503 e Hm 2451k
LINCO01503 42 75 5 ESCC Hiy7 #LHu A & 51 2 Fe 4]
M. AAEAME S U85 S (extracellular signal-
regulated kinase, ERK ) i % 75 £ 45 £ 45 8 76 N 1)
AR R R R EE Y, AR {2 ESCC
BT HEHT ), LINCO1503 2 75 38 5of 9 4% ERK
55l A2 E BSCC Ur kbt H Al i N2 . At
7% 0038 3 K LINCO1503 7E ESCC 4H 23 il e ik
JAE ESCC T BT fEH,  LAIER S ESCC ik
S HRPU I AR o T A5
1 MHREFE
1.1 ARt % wFEE 2014456 H ~ 2017 4F 12 A
WS AR XN R E B 1Y ESCC 34 79 1,
PAFRME: OEZFRUIBRIGTY; QF RuriEz
BURRYY, U 6 ~ 7, ESRIEK 60 ~ 70

Gy, B K 1.8 ~ 2.0 Gy; @k H 22 1% & B 1 H
ESCC; @B HIGIKTERTE, WFEFE . M5,
Jipge o AL BRI . RRE T 20401 TNM 433 A R =
BOLBEVT UG POk @R EE B A RS
HeBrbnifE: K EEA R, @I & FH & M
o QA B E AR R PR . FARDIBRAY
ESCC Ji 41 2 W i 55 b 4 28 (HE RS bR Sem ) B
ARGAFTWA T . AWTEEIGR/R T 5, Ik
TR B HEZE 0 AL

1.2 M E LKA  Trizol Z2# K ( 35 F Invitrogen
N, WiEESERF) & Revert Aid First Strand cDNA
Synthesis Kits ( &K Fermentas A 5 ) , SYBR Green
PCR & #] & ( H 7 Takara 2% #] ) , LINC01503
F1 GAPDH 5|93 1 g A= T8 w1 FG g,
DMEM-F12 3% . IREG G4 S (351 Gibeo
/3] ), ESCC KYSE150 4l ( 3&[F ATCC 40 ),
LINCO01503 siRNA (]l Gene /A7) ) , CCKS8 i
Mz vpil (JE B ERHEARAR)
21 it JEL SO A A O TR IR & (iR s KA
BIRAF) , —HERREAKNIRH S (3£E Thermo
A AF ) , PVDF JE ( 32 BioRad A F] ) , 3
7 BCL™ il i) &5 ( [ S o KeyGene A F] ),
cyclin D1, CDK4, Bcl-2, Bax, GAPDH., #
i, B H0 (JEE Abcam A ] ), AR 5 B L
ML ( f&[E EPPendorf 247 ) , NanodroP2000 4376
BEH A B 5% 5246 ( 2E 5 Thermo Fisher Scientific
o)), 7500 SERFESOGE H PCR AL ( 3E[E APPlied
Biosystem 2\ ) , FACSCanto II i =040 i f% ( 35
E BD AF] ) , HIKIX (3£H Bio-rad AF]) o

1.3 7k
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1.3.1  SEE} %)% %E i PCR (real time fluorescent
quantitative PCR, RT-qPCR) # illl ESCC #H 4!
LINCO01503 ()35 Trizol ZLff W 4 41 241 I 12
HUHZUS RNA, R 5 sl R Q31T RNA Y3
5% % SYBR Green PCRIZFH & Lk cDNA W#ifz
PEFT PCR iK% . 2K APPlied Biosystems 7900
HT 5 %1 K6 22 48 % 1) LINC01503 1l GAPDH
ACt{f, L GAPDH fE XM, RH 2729 ik
1145 LINCO1503 Ay AH X ikt . 514)¥%]: LINC
01503 1E A 51 #: 5°- GGGACGGAGACAAATGAC
GG-3°, 514¥: 5°- GCAGGCTCCCTGACACGT
A -3’; GAPDH IE[M5|¥): 5- ATGTTGCAACCGG
GAAGGAA-3’, 51¥): 5°- AGGAAAAGCATCA
CCCGGAG-3’,

1.3.2 Mg 32 MU b an Bk (1 #g # . ESCC
411 s KYSE150 % /] DMEM-F12 85 #: W 15 3%, Of
I 10g/dl B ARA- I3 . 100 U/ml (95 252 AT 100
mg/ml IR, BCEAE 37°CHA Sml/dl CO, iR
TR FRA R IR B K BOU ) KYSELS50 2 5%
F Linac X §F£&H. WIMHHIE R 1 Gy, JGLizkiiy
nFlE (1 Gy #5223 1K, 2 Gy £74: 3k, 4 Gy £
27K ) o BZRAT HA IR A R, B
J KYSE150R., % J RT-gPCR 4 il KYSE150R 4|
HaH LINC01503 535,

133 Mkt gy, 2x10° 4 KYSEIS0R 4 il & &
e 2ml Br 3R b, Bl BN TLAR R S 3R AL A
X HE 2 (si-NC) 21 Fl S 56 41 (si-LINCO1503) 4. 4
Ji U B J5 . SR FH LiPofectamine 2000 i 7 # 17 %%
gy, Se¥ LiPofectamine 2000 i85 73 1) 5 23 35 3%
7. LINCO1503 siRNA {i 2] J5 #f 1k Smin, #& J5 Ff
B H IR AT E 10min, A4S FER P, Hik
BIE 37°CH A Sml/dl CO, BT IE G 248 . 6h 5
B A LR SR, 4K 285 5F 48 h, RT-qPCR £
LINCO01503 siRNA #5345

1.3.4  CCKS 5 56 46 1 20 g il 7 B50s% % 2 000 A4~
si-NC ZH 1 si-LINCO01503 2 4l B 200 1 1557
W, BiE 96 fLARAnf, & E 0, 0.5, 1, 2, 4,
8Gy it &E, HEARE 6 RS, BEAE
37°CHA 5 ml/dl CO, BRI FRA Th 535, 4l
T BE J5 43 530 265 1 Xk L S R0 e A T i, IR cE:
FEFRAE TN UREEIFE 48h, HAR 100 w1 FAT 10%(v/v)
CCKS8 W57, RS G EXE SR hak 255 2h,
SR FHERRASRSI 25 FLAN R AE 450 nm ARG REE (4
H) o ARG 2 = UM AL SR A A A A 18 / K
ALHRZH B AIAE A 15 x 100%.

1.3.5 i X 4t At S 56 240 it SR 00 o A A D - si-NC 41
A1 si-LINCO1503 41 4 A 28 2Gy O 7] it b B 5 1%

F% 48h J&, WA A 20 4 L I Y% PBS #hk 3 IR,
AN B 7E PBS H, WAL 1 x 10° 41
fml, i AR A R A 1 ml B 75ml/
dl 4B (=20°CTH IR AL E ) 7E 4°CFEE 1h,
FH ¥ PBS WEPI IR A 100 1 A9 RNase A &
400 w1 AL A BE ( propidium iodide, PT) Y (O kiR
AJETE 37 CEE 30min. R U =X 4l e {2 5 7E
488 nm MR I T L@, IR BT )
Gaxirs

YR TR . si-NC 2H 1 si-LINCO01503 2H 21
Jit 2R I 2Gy Jif 58 57 4 A0 B 85 5% 48h i, SR
EDTA 1 JBRAGICEE 25 4L 40 i FH VA PBS ik 3 1K
R F 40 Bt 9 T R I 3R & I B A Sl Y
JIESHE B 1 -V- UK B R 57 i FUR iR (fluorescein
isothiocyanate, FITC) F1 10w 1% PI, {RA)E FEE
TIEE 15min. RAHTAAMAL, 76 525n0m F1 620 nm
Ab 138 & T R FITC 1 PT 2 S 3k 43 4 40
JHT,
1.3.6 Western-blot 5245 : % RIPA 2L 2% thi M\
20 i v PR LS B 0T, SR FH R R A
HERAWREE . B RR RS 0 B AR R B T
1 R AR RN SR R R BE S F K Ay B, IF
R ) PVDF B Lo FF4s B & 7E Sg/dl 4 15 1
FEAPEIR FEMA th, SRIGHE 4CTF 5 PR
WFE R, VEERIRPYER 3 KA, PSR AL
VIR R Gl E PR R E IR THE 1h, U
VR UETS 3 K SR SR A ECL™ A6 3577 &
BEBTH, I Image T R K AAE T AL
F153#1. LA GAPDH FIAE NS R, BFh 8 1A AH
X RIBFRIR A AT S GAPDH 1K EEAE Y [L
R, —PHUAFR BRI E . BT cyclin D1 1:500, #t
CDK4 1:1 000, #t Bcl-2 1:500, #i Bax 1:500, #i
GAPDH 1:1 000,
1.3.7 BVs: &= H IR IEE R 12 2 A 5 )
BEIATARIGBEYT, BEVITLAE, 0 BRE R,
Bl RS R]Y 2022 4F 3 H o
1.4 %it5od K SPSS 21.0 Gl 2Fak/Fab B
Bl IEASMITHETORHEEL £ brfEzE (Xxs)
FoR, Yl R KK, SR BT ¢ K 5
5 BESCC ¥ 20 21 FlJiE 55 41 41 2 [6] LINCO1503 3 ik
M 25 5% il 32 0 H TAEFRAE (receiver operating
characteristic, ROC ) iz, I+ i< NI (area
under curve, AUC ) ¥t LINC01503 %) ( #61)
T ANE . P <0.05 HZERBLFI %L A
SRS R EE 3R,
2 R
2.1 LINCO1503 #£ ESCC AR ¥ eg £k L 1.
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LINC01503 7F ESCC i h Rk m B E & T
FERH A (4152121 vs 0.96+043), %345
P12 3 S (=22.083, P<0.001) . T 4% T3 i,

HiREEEHERE . TNM 4330 T ~ IV 3 R0 fik e A
ESCC #4141 LINCO1503 AHXT ik i@ THE T 4330)
T, ~ T, 1. TCHREZEEF . TNM 490 1 ~ 11 A0
T HUR R ESCC U4, 2R AGIFEX (P
< 0.05) , ANFEAEH . . LR ESCC 44
LINCO1503 X} ik i R 22 RS2 L (3

P>0.05) .
x1 LINC01503 &Rix5 ESCC B&EI&K
TRIBHFIERIRR (xx5)
eyl n LINCO1503 ! p

iy (%) <55 30 391+ 1.06
1489 0.141

> 55 49 430+1.17

Kl bk 41 427+ 1.11
0979 0331

/g 38 402+1.16

eEE et st 404+ 1.10
1255 0213

otk 28 4354095

T 4341 T~ T28] 43 382+ 1.15
2939 0.004

T3 Hj 36 454+1.00

ikt i ] kY) 450+ 1.19
232 0023

I 47 391+ 1.05

TNMAHE  T~1 41 384+ 1.04
) 2574 0012

M~V 38 448+1.17

WAL R 33 377+ 1.08
R 2397 0.019

Eii it 46 442+126

2.2 LINCO01503 2+ & &g ey Fam 1 LI 1,
Bt ], R AETS 38 B, 7 iE 41 9, B 5 4F
AR K 51.90% (41/79) . ROC Hh4R 45 5 WoR,
LINCO01503 i 9 #i J5 ( & 1= ) [ AUC “H 0.780
(95%CI: 0.676 ~ 0.884) , AIBr{H Ny 4.53, 2%
FEHH 0.487, R AR S BE 43 00 0 81.58%,
67.05%.

! ' 1 !
00 02 04 06 08 10

1-HEE

Bl 1 LINC01503 FillFi/a8y ROC Bk

2.3 LINCO01503 ESCC 41 £ ¥ LINCO01503 % it 7K
Tt EFFUG Y WE 2. LI ROC LRy
BIBTE 4.53 im0, K 3 7324 LINCO01503 =5
R (n=43) FfIEEEA (n=36) . LINCO1503
B A SAE A AE K 41.86% (18/43) K T
LINCO01503 k24354 63.89% (23/36) , ZSH G
P X (=4.430, P=0.035) .

LINCO15031%#A54

100

LINCO01503 %541

Percent survival
[
o

o

12 24 36 48 60

month

B 2 LINC01503 ESCC HZRr LINC01503 FiE7KF3¢
EEWMERNZNE

2.4 ESCC 7k J7 ¥ 4% 48 Jo % KYSEI50R #4 #) &
UL 20 R HIRCST 18 16 15355 5 4 37 ESCC Y7 Hik
BT 48 Mo Bk KYSE150R, CCK8 5 ] KYSE150 #il
KYSE150R 4% 0y i s, 45 5 /s 76 AH [H]
RN R . KYSELSOR 20 A A0 A2 1% 2 1 35 55
T KYSEL50 41l 4715 %, 22 I AH Geit2# i (3
P <0.05) .

RT-gPCR #& ] %5 £ & /R LINCO1503 7£
KYSE150 4iiJifg rf i X Fe ik i i KT KYSE150R
A0 (1.00+0.04 vs 543+049) , ZRAEG I
X (£=23.720, P<0.001) .

R2 FEMEFIEX KYSE150 #1 KYSEI50R A0
FEENZM[ (x£5) %]

Tl (Gy) t P
KYSEISO  KYSEIS0R

0 100.00+0.00  100.00 £ 0.00

05 9637215 9893x158 2354  0.038
1 8152306 9033+179 6092  <0.001
2 6247299 78.05+365 8.087  <0.001
4 AT17+ 105 3651+136 14661  <0.001
8 1907£087  2131£077 4728 0001

2.5 LINCO01503 siRNA #F# 2% LINC01503
siRNA % 4 KYSE150R #fl ffd, RT-qPCR £ i 2%
78 LINCO1503 75 si-NC HA4i R s g B E s T
si-LINC01503 #H (1.03+0.15 vs 0.39+0.15), 25
AYiit L (=7.391, P<0.001) .
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2.6 F LINCO1503 # % ix 2 KYSE150R 28 L7k
ARG Fof DL 3. CCKS 35645 R R 7E
AHIEICE R BN, si-LINCO1503 ZH 40 A 77 1%
N EALT si-NC A AFIE R, ZRAGIT%
B (#HP<005).
# 3 FH LINCO01503 ByFRIEIT KYSEIS0R A
BTSRRI [ (x+s5) %)

BTl (Gy) t P

si-NC si-LINCO1503
0 100.00£0.00  100.00 +0.00

0.5 98.15+ 1.50 87.03+045 17391  <0.001

1 87.44 + 1.64 63.53+1.78 24189  <0.001

2 70.80 + 1.55 4404215 24734 <0.001

4 50.18 £ 1.84 2225+£335 17907  <0.001

8 29.39+£0.17 20.15£0.65  33.692  <0.001

2.7 - # LINCO01503 #9 4% iA *f KYSEI50R 48 fiZ,
BB oA A e ¥oa R4 405
25 W R si-NC 2H GO/G1 40 i [e 25 4 i i T %
i F si-LINC01503 2H, G2/M i 40 it b % 5 T si-
LINCO1503 2, 2ZRAguit#m X (3 P<0.05)
Fz 4 FH LINCO1503 ByRIEZT KYSE150R 4HAE
BESRANEABATHEMm [ (xxs) , %]

AEE
biH t P
si-NC si-LINCO1503
GO/G1 5215211 6147360 4062 0.004
S 13444140  967+277 2157 0.062
GaM 3441264 2886+178 3813  0.005
MR 3.68+047 31954240 20022 0.002

2.8 LINCO1503siRNA *f 3% 77 4 22 44 KYSE150R
P ERKAZ 5 A& a®Am WS, Western
blotting 2% 5 b7, Wiz ERK1/2 8 (AR ik i 1L
2R IS E L (P>0.05) , si-LINC01503 20
PERK1/2, cyclin D1, CDK4 F1 Bel-2 2 AN #3A
HALT si-NC 41, Bax 8 FIAHX A5 T si-NC 41,
ZSMAE SR (P<0.05) .
x5 FHAMRPATHXEANENEREE (x£5)
EARLINIESTy

HH t P
si-NC si-LINCO1503

ERK172 0.89£0.11 1.06 £0.15 1583 0.174
PERK1/2 1.25+0.09 0.24 +£0.03 18.440  <0.001
eyclin D1 1.40+0.14 0.18 £ 0.06 13.873  <0.001

CDK4 1.37+0.16 0.87+0.09 4718 0.005
Bel-2 0.85+0.07 0.16 £0.03 15.693  <0.001
Bax 0.22£0.05 0.69 + 0.06 10423 <0.001
3 g

LncRNA JZIE 4w % RNA fi—Fp, HKE KT
200 MR, JUTF-ISA B R GRAS IR ST o (H2HT
MAIEPEFR I, LncRNA 0 LU g 58 F A4 950 71
FHEAE e SRR Y (B M 2 A g5 T 3L R Y
BN MR 2R EAE TP R GRS S T 4l
HOBE . AR AR RS AR Iz A S B
0O W 9% &% B LncRNA 7 b8 BT 64 v i & 3%
FEAMEH], HIU, LncRNA SBF2-AS1 i 3 ik 14 in
ESCC 4 (il S gusk s Y Bl e B AR B K R
O 22 S FEIR Y LneRNA LK HCAE g Fig 21
PEREH IR DI REZ W R B, R LI T i S 5
JE IR A LncRNA i 44822 18 i b8 240 Bt ey v i
R RS A EEE L

BT & P LncRNA-LINCO01503 78 Jif 98 %
AR SR Th g iR G R AR AL AE F L, B0 LINCO01503
i L 78 miR-342-3P (1 P IR PRV AR AR, IF S B
miR-342-3P 41 5 FXYD3 % ik 12 25 55 %5 92 40 e 14
FEAERSRE ST, RN IE T, ATVE A PUE
JEIRIT B AE 4> T4 Bl LINCO1503 75 # 28 %
JEIRE A ZUR A rp ek A, Hoad Fak 5 g
J 9 FBE 1 KPS, & K/ F WHO 43 9% #H 56,
FF H LINCO1503 7K -4 5 1) £ 35 S AR A7 R o
g A AF A 22, T A A TR S I ST U R
Z U [, AWM, LINC01503 & S5 #kikal
MigEE (SCC) BUIM M LncRNA 22—, SkFFIE
& SCC H LINCO1503 114 =5 7K 55 £ 35 1 A= A7 B[]
BRI Y, B4MEE] LINCO1503 SaEmss
b e M R AH G, IRl B ARAIFGE & 81 LINCO01503
16 £ % W R 40 i (ESCC) b ik, 5 XIE
2 W F o H 0B B — Bk, B4 LINCO01503 78
ESCC U7 #kbr b e A 2R, 2 b Sk @
TN A WA A SCHRIRGE, H R 7E D 198 < # T 2
() 241 Jid i LINCO1503 % i 38 3k 7 iy, 42 vEop
B AN R AR 250 U s 40X A6 7 Y
T 25 HIL i s ] S 0k R A A A O BT, X RN
LINCO01503 7] 8 5 ESCC U7 #EBTAH & A5
6 ¥ 7~ 7€ ESCC Y7 #KHT 8 # Hh LINCO1503 15
Fik, MWAHME ESCC T 7 WMet] . Whas#H . I
PR3 S AT 7 f e b 2235 1, LINCO01503 7
FIRH ESCC A WG 322, H4: i ROC £k i
/v, LINCO01503 Xf & fis (FET-) ATl f (a4
i, 2B LINCO1503 fi¢ i ESCC Ryt i, &
5 ESCC T HEPT, nIRER ESCC A r ikt
FHE A B B Z A YRR B

J T HE— 2 HF5E LINC01503 7E ESCC JityT 4%
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