92 PR IR R ik 5384 431 2023455 A J Mod Lab Med, Vol. 38, No. 3, May 2023

KHEIEZHS RNA CDKN2BAS £ 15 W 4141
B8 B LY REWESE

oA ke R M (L EATTOBERE / BIACE TAEBE R E R R, A6 A 435000
2CHBTHE ANRERE / =Rl — ANREREERE, WHLE S 443000 )

# E. BRY KT k43E% 5 RNA CDKN2BAS (long non-coding RNA CDKN2BAS, LncRNA CDKN2BAS) Z&-F'&
M %% (endometrial cancer, EC) 2042 kA5, VAR LB %A B A EC 28/t HEC-1B A M F et %o, Fik KE
201843 A~ 2021 43 Ak B H RS ERESF ARG 1074 EC EFFH, EMEbTTRAMmER L (QRT-
PCR) #i) J& 4 42 Fo Jf 55 2122 % LncRNA CDKN2BAS 4. ik . 357 HEC-1B 28/, 4 sk siRNA 41, si-NC 4= C 21, 4
#| #5 4 LncRNA CDKN2BAS #7453, 3T B 59 Fe RAFAEAT 422, FF 551K A qRT-PCR, MTT %34 Transwell 5% 5
A 28 1 F LncRNA CDKN2BAS & ik & 33t HEC-1B %8 03§ s &k, it feid £ h#Hw., R EC 2420 LncRNA
CDKN2BAS & ik ¥ 4 2.73+025, & THEFALR T 1.00£0.13, £ F LA % it 5 & 3L (1=63.903, P<0.001) ;
LncRNA CDKN2BAS £ FIGO 2 #A1l ~ IV #1(2.83+0.25 )\ 4R F 5K G3 & (2.85+0.24 ) fr h LM & 25 4545(2.84 £ 0.26 )
HECHAR P AL TR]T ~ T4 (267£023), Gl ~ G224 (2.671022) e R HAMKE L 44 (2.681022)
EC 4 29+ % (1=3.246, 3.894, 3.270, 3) P<0.05) ; siRNA 2848 & ¥ LncRNA CDKN2BAS % ik &% T si-NC 41
FaC4 (0301012 vs 1.02£0.10,1.01+0.12) , £ZFEA %+ 5FEL (F=77.210, P<0.05) ; siRNA 41%mje 24, 48,
72 #= 96h B A JAAKT si-NC 2047 C 28, £ F AR % FE L (F=5.003 ~ 8.495, ¥ P<0.05) ; siRNA i3t 4% fa f 4 A=
12t R EAK T si-NC 2842 C 20, 2 F B A %45 &L (F=21.956, 22.407, 3 P<0.05) . &5 EC 2821 F LncRNA
CDKN2BAS &£ %73, WHA EC %482 HEC-1B F LncRNA CDKN2BAS # ik o] 474 40 Je 38 75 &1, iR s foit 45 4w
BEME.
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Abstract: Objective To explore the expression of long non-coding RNA CDKN2BAS (LncRNA CDKN2BAS) in endometrial
cancer (EC) tissues, and the effect of silencing this gene on the biological functions of human EC cells HEC-1B. Methods The
data of 107 cases of EC patients who underwent surgical treatment in Huangshi Central Hospital were collected from March 2018
to March 2021, and qRT-PCR was used to detect the expression of LncRNA CDKN2BAS in the cancer tissues and adjacent
tissues. HEC-1B cells was cultured and divided into siRNA group, si-NC group and C group, and transfected with LncRNA
CDKN2BAS inhibitory sequence, control sequence and without any treatment, respectively. The qRT-PCR, MTT experiment and
Transwell experiment were used to detect the expression of LncRNA CDKN2BAS in cells and its effect on the cell proliferation
activity, migration and invasion of HEC-1B cells. Results The expression level of LncRNA CDKN2BAS in EC tissues was
2.73 £0.25, which was higher than 1.00 + 0.13 in the adjacent tissues , the difference was statistically significant(=63.903,
P<0.001). The expression levels of LncRNA CDKN2BAS in EC tissues with FIGO stage III ~ IV(2.83 £0.25), histological
grade G3(2.85 +0.24) and lymph node metastasis(2.84 £ 0.26) were significantly higher than those in EC tissues with stage
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I ~ II(2.67£0.23), G ~ G2(2.67+0.22) and no lymph node metastasis(2.68 + 0.22) (+=3.246 ~ 3.894, all P<0.05). The
expression level of LncRNA CDKN2BAS in the cells in the siRNA group was lower than that in the si-NC group and the C group

(0.30£0.12 vs 1.02 £ 0.10,1.01 £ 0.12 ) , the difference was statistically significant (F=77.210, P<0.05). And the 4 values of
cells at 24, 48, 72 and 96h in the siRNA group were lower than those in the si-NC group and the C group, the differences were

statistically significant (#=5.003 ~ 8.495, all P<0.05). The number of migrating cells and the number of invasive cells in the

siRNA group were lower than those in the si-NC group and the C group, the differences were statistically significant (£=21.956,
22.407, all P<0.05). Conclusion The expression level of LncRNA CDKN2BAS in EC tissues was increased. Silencing the
expression of LncRNA CDKN2BAS in human EC cells HEC-1B could inhibit cell proliferation activity and reduce the number

of cell migration and invasion.

Keywords: endometrial cancer; long non-coding RNA CDKN2BAS; cell proliferation; cell invasion

TE N EEE ( endometrial cancer, EC) fE N4
2 G Lot R ARG MR, R RIIET A
Wik U, XLt RS, MEE A 2K
SERWTEA, B BRTUS SR TR KkE Y, |
YT ECHL M A B, Bl iR IR TR A R
INZIGIT G S A & K L 25Tt 2y ¥, %t A
TR EE SR Bk . K BEIEZR TS RNAs (long
non-coding RNAs, LncRNAs) J&—7F1 #4448 200nt
BAr AR A B A B g e 71 1) RNA, T8 8 9
Pl sk | ek n . RS N LA 2 EE R B
DI R IS R DI G, 25 T Mg 4n
it S 18 5 K 1278 )0 LncRNA CDKN2BAS 1E K
— P LGRS LneRNA, 2 5845 £ 551 4= P 1
R, SEEERE T, B S AR Nt
SRYIM . AR AT T EC 4141 LncRNA
CDKN2BAS # ik, I W %8 % & [H X A EC 4i ffd
HEC-1B A ¥)# I RERTRZ M o
1 #MR5F%E
1.1 #FRxtg YRE 2018 4F 3 F ~ 2021 4F 3 A 1E
wA L BB T ARIGIT R EC B35 107 17118
FAERTEN G, WARRHE: OV, RaTARZEZ
TEMRYY ;s QARG E2AR AR ; I R TR 58
. HEBRARIE . OE BRI HIIEAS; QIR
ARGy AL AR . R R G e
R GGAE I . IR 52.67£11.57 %, 1)
P EPRIE P RIS (FIGO) 4 WdsdE: 1 ~ T
71610, T~ IVHA 36 fil; A8 G1 9% 37 fi,
G2 9 36 14, G3 94 34 fl; PEA ML 33 i,
B AR UIBE ) BC 4121 & B EC #1%% >3cm Ji 55 41
ZUHAEBERK YIS  PORE T AT, 80 CIARE
ARTGT BB Ae 2 D S W A% E T, R B A
5 [ & 45 . HEC-1B 4k [ i@ IR A9 F
BHTRAEN, TWARET -80CIHRA
12 EL5XEA B (32E Thermo A ] ) ;
S f PCRAY (35 ABIAH] ) 3 &L RNA
PO (AL ZEREAA ) 5 Wik 5% M qPCR IR
% ( 3% [ Sigma /A 7] ) ; LncRNA CDKN2BAS il

WZ514) ( LA TAYAF) ; RPMI-1640 1
FRWL . AR I SRS AR (SEE Gibeo AF])
Lipofectamine 2000 {7 ( 3% [E Invitrogen 2] ) 5
LncRNA CDKN2BAS #1J1 il J¥ 51 K % B8 751 (1 ifg
EFEAT ) 5 MTT R (RIS EY AT )
Transwell /N%E ( ZE[# Corning 23w ) 5 e ( |
M EY AT

13 Fi&k

1.3.1 qRT-PCR 7745l ZH 4 LncRNA CDKN2BAS
FEik . BURAELHL, 2 Trizol BARIUE RNA, S5
W R AR E M, U RNA s SR ) S
3K1% cDNA, % qPCR iR & #AE 2L PR UL cDNA Ry
NP 1454, J751: LncRNA CDKN2BAS: |
5"-TGCCGGAGCTGTCGACCC-3’, Fif: 5’-TTTGA
TCTCTGCTGTTGAATCAGAATG-3’; GAPDH |-
% 5°-CTCCTGCATGCCACGGA-3’, Tl 5°-AGAC
CCTTACAGTTAGTCGT-3"., W &fF: 94°C 3min;
94°C 30s, 58°C 30s, 76°C 30s, fEH 38 ¥k, H127 42
3 LncRNA CDKN2BAS ikt .

1.3.2 4HHEsEFR AN 765 5% (viv) CO,, 37°C
RKi %46 H RPMI-1640 15729 (7% 10g/d1 B4R 13 )
X} HEC-1B 4i 1555 . B Xt B0 gn /b e 6 fLAR,
75 40 i A K & 90% L) E @il & B RF, A Lipofect-
amine 2000 7 4 k. (D siRNA 41: 4% Ln-
cRNA CDKN2BAS #il )51 : 5’-GGUCAUCUCAU
UGCUCUAU-3’; @ si-NC @ %5 gy % B8 /5 %1
5-TTCTCCGAACGTGTCACGT-3’; @ C #H: AfE
TR AbBE  AbFRIS 45418557 48h,

1.3.3  gRT-PCR kAl Ziffirt LncRNA CDKN2BAS
ik, BUCTRGE R 48h 4000, AR, HAy
BEAER] 1.3.1,

1.3.4 MTT L8 BUOFEE 1.3.2 PACBRS RS 3R 09 4%
MM, WA AR TR, HE 2.5 10Yml, %
100 w I/ FLIEFPTE 96 FLAR, 4RZedigE. HHl7E 12,
24, 48, 72 F196h i, £ LN A MTT ¥ 20 w1,
Rigf 4h, EBR B, ARV 150w, R
2 S, AR SR A FLIBOCE A (. &
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S 3K

1.3.5 Transwell 5256 . OiT#fe S Wtk 132
HAR RS R IR A A AR, B0 A TOE,
G 1ML 775 15 77 W £ % B 2.5 x 107/ml BB, FREL
200 L MA/NE BN, B 600w % 10g/dl i 4
MG TN T %, 535 24h, BN HU,
PR ZERE AN AR 2, [, 0.1% Z5 s e ta,
BE I A i . AR SR 3 Ik, BIRZERET:
FHIR 55 2O B T e A B Je B 51 Bl e /& =,
TR, HR IRV IRIFIE RS e kil .

1.4 it o4 B SPSS 21.0 4% 5cd 17
ST, TFEERILIIE + bR (X +5) R,
WL B R LR RS AR AR ¢ K, 224 fm) 25
S BRI S ZE  25 5007, LRI — 20 e E A
K LSD-t Koy, P<0.05 N2ERA Gt X,

2 #R

2.1 LncRNA CDKN2BAS /& EC #2842 A 5 55 2047
PRI FE  ECHEZH4IH LncRNA CDKN2BAS
FIRE N 2.73 £ 0.25, TSP E 1.00 £ 0.13,
ERAAG R L (=63.903, P<0.001) .

22 EC # %1% ¥ LncRNA CDKN2BAS £ % 5
& KI5 ARAR £ DLER 1. EC #4141+ LncRNA
CDKN2 BAS Fikw S54RI . RIERE I (3 P>
0.05 ), LncRNA CDKN2BAS 7£ FIGO 73 1T ~ IV
HEVF 9 G3 O Ik L 45 3% R2 1 EC JRa 42t
HRFRAEE T ~ T3, G1-G2 AR Pk 45
R ECHL RIS, 2R HAZRIFEL (B
P<0.05) .

1 AEIEARIEIRA EC A4 5 LncRNA CDKN2BAS
FRiZELLE (n=107,x+5s)

LncRNA CDKN2BAS
CDK »

%9 Ekh

W () <53 45 2.69+0.22
1289 0.200

=53 62 275+0.26

REE <12 43 268021
1633 0.106

>112 64 276+0.26

FIGO M 1 ~ 14 71 267023
3246 0.002

M-~ Vi 36 2.83£0.25

PAAFRH Gl ~ Q2% T3 267+0.22
3.894 <0.001

G3 4% 34 2.85+0.24

oS 2 33 2.84+0.26
3270 0.001

il

74 2.68+0.22

23 =484 e P LncRNA CDKN2BAS % ik 31t
% siRNA 4. si-NC 21 il C 4 40 g # LncRNA
CDKN2BAS ik #4305 030+ 0.12, 1.02+0.10

A 1.01+0.12, 5 si-NC 41 F1 C 4 L%, siRNA 4
40+ LncRNA CDKN2BAS %A W i ff%, 22
SAGHEE L (F=77.210, P<0.001) .
24 =ZammppdgiiE ki UL 2, siRNA 44
Jifl 24, 48, 72 F196h i} A HAKT si-NC 4151 C 41,
A EE X (P<0.05) .
K2 SAPEMEEEEELE (AE, xx5)
it (h)
12 022+0.10 023+0.11 021+0.06 0.059 0943
24 032+0.11" 051£0.12 053015 5339 0018
48 047+0.05" 0.65£0.07 061011 8495  0.003
72 056+0.13" 0.78+0.11 0.73£0.07 6469  0.009
96 0.73+0.10" 0.86+0.07 087+0.09 5003 0022

W 5 C4l b &, T=-2.868, -2.942, -2.638, -2.594, ¥J
P<0.05; 5 si-NC 41 It #, "=-2.938, -5.083, =3.049, -2.740, ¥J
P<0.05,

25 Zamieid iz ki UL 3. siRNA
20 1 7% 40 i ERD 1R 28 A0 IR T si-NC 4 (=
-5.468,-5.928 ) il C 4 (=-5.887,-5.741) , %5
HAEGFE L (¥ P<0.05)

R3 AEHEMAETIRFEEALR (x£s9)

25 SRNAZL  si-NC 4l CH F P

siRNA 4l si-NC 4 C4l F P

THA 104.83+8.38 130.50 £6.50 132.50+9.29 21.956 <0.001
220 86.33+10.01 121.17£10.96 119.33 £9.40 22.407 <0.001
3 itig
B PREIGYT BB ES:, 28 EC ¥
R Z IISYT AR AR AR, (HAE 24 1/3
() R A B B S SR, IRITRCRAE, RIER
w U BT, ECHREARM, Kt e KA
HFIE Sam s, ik, WA EC LWbLHl, =
o SRR A I, e SR E S IT R E A,
LncRNAs fE—F) 124748 TR H I REE 24
IR gm T RNA, AT & HE B0 s D g2 5 i
JeREE R U AR AR Y, EC RNIE R N R4
H1 LncRNAs Fik U 2 57 IRaisess il
LncRNAs A 2 i & EC i 97 19 W 76 M U 45x. Ln-
cRNA CDKN2BAS 1.8 #1E ANRIL ( 4 Jifg Ji] 1] &
P44 38 1 T84 Wt 310 ) PR T 4b(inhibitors of cyclin-de-
pendent kinase 4b, INK4b ) {3715 19 52 L AE4 S RNA
(antisense noncodina RNA in the INK4 locus ) , ¥+
BN TAMAZ 9 LncRNA, 5 2 g fe ¢
Z2%Y), YU % "8 A, LncRNA CDKN2BAS
55 N S R Z A E B R R . ARRgEdE 1,
LncRNA CDKN2BAS 3 K Z2 2455 1 ER EE AR 2 )]
RATEARBIPKPIAN I T e Sh kR R AT 1k A it
bRy ", BEEWIFTIRA, LncRNA CDKN2BAS
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TE IR 3 BAE FH RSOk B a7 B 0, Bif g & U7,
LncRNA CDKN2BAS i i #0 [1] miR-181a, I %
HMGBI 75 41 A 280 0 5CkE . WANG 45 1
$5 1, LncRNA CDKN2BAS 1] fif il B 52 9% i 2
W &I ", LncRNA CDKN2BAS 7 i b FR 4% |
FamA g maRis, HSEERUSRE A G, K
55, EC ZH2rh LncRNA CDKN2BAS FikfiE
TR H 4L, W LncRNA CDKN2BAS £ EC %
HAhRET R, ATRIENEUEREN S S T EC &
o R, AR ER, LncRNA CDKN2BAS
53 EC B ey e bR @ UIAHOC, QW FIGO 43
AN ~ IV 4080509 G3 M Bk I 25 50 8
) EC A4Uh ik T, $R TS5 T
EC it
HUANG % P 15845 1, LncRNA CDKN2BAS
38 L 1) miR-99a U0 T s S bR 248 e s 200 B4 5
INEBEGE &L Y, B LncRNA CDKN2BAS A i
LA NF-k B G5 38 A g =, #0105
AR, MRS, A A G
T8 19 )7 R UTER L EC 488 HEC-1B " LncRNA
CDKN2BAS # ik, 55 7R, siRNA 41 41 g
LncRNA CDKN2BAS ik Ik T si-NC 41f1 C 41,
Vi HEC-1B 41 il F LncRNA CDKN2BAS 2 ik #
T, AW R TN, siRNA 44000 24, 48, 72
H1 96h B A {HAK T si-NC 41 C 241, 1iH] LncRNA
CDKN2BAS ik 5 HEC-1B 4 Jifd 38 5 1% 14 4H ¢,
DLER A LncRNA CDKN2BAS %35 A It 25 101 il
Y MG TEBE S, WIS R BN, siRNA 4T
4 i £5FN 4R 28 A MBI T si-NC 41/ C 41, 19
LncRNA CDKN2BAS % [Fl 5 HEC-1B 4 ffd i #% Al
12284 52, 1%k LncRNA CDKN2BAS 35 7] B i
Zi I T iR, EC 41 41 LncRNA CDKN2BAS
Tk TFE, UIER A EC 408 HEC-1B ' LncRNA
CDKN2BAS %A A 4101 il 40 b 38 58 1% 4, sk 2D 4 Jifd
TR 88, A %N BC AL ST KR IRiZyT
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