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RBT=, F¥. oA E . KELEEHS . TNM 541, LncRNA MALAT] 3 &£ 3 £ % s EBVaGC & & & F K 0L ol
B, £ EBVaGC &% fiF ¥ LncRNA MALAT1 &k /K-F Eif, 5 EBV R EA0% B RO RATE Btax, T
AE A48 EBVaGC & % 69 % £ iF AR &M .
KR B EB REEADC I IR AR OCHS S 1
FEES: R735.2; R730.43 SCEAARIZAD: A XEHS :1671-7414 (2023 ) 03-103-06
do0i:10.3969/j.issn.1671-7414.2023.03.018

Diagnostic and Prognostic Value of Serum LncRNA MALAT1 Expression in
Gastric Cancer Associated with Epstein-Barr Virus Infection
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Abstract: Objective To investigate the expression of long non-coding RNAs (LncRNAs) metastasis-assoliated lung
adenocarcinoma tran 1 (MALAT1) in the sera of patients with EBV-associated gastric carcinoma (EBVaGC) and the relationship
with patient prognosis. Methods A total of 233 patients with gastric admitted to the Department of Gastroenterology, the First
Aftiliated Hospital of Hebei North University from January 2015 to January 2017 were selected as the research objects.
According to the EBV DNA results, the patients were divided into EBV DNA positive group (n=123) and EBV DNA negative
group (n=110). At the same time, 100 healthy volunteers in the Department of Gastroenterology, the First Affiliated Hospital of
Hebei North University were selected as the control group. Quantitative real-time PCR (qRT-PCR) method was performed to
detect the level of serum LncRNA MALAT1. Subject work characteristic (ROC) curves to analyze the sensitivity and specificity
of LncRNA MALAT1 levels for the diagnosis of EBVaGC patients. Kaplan-Meier method was performed to analyze the
relationship between the expression of different LncRNA MALAT1 and the survival time of patients; multivariate COX
regression risk model was performed to analyze the prognostic factors of EBVaGC patients. Results The expression level of
LncRNA MALATT1 in serum of EBV DNA positive group was higher than that of EBV DNA negative group and healthy control
group (1.27+0.03 vs 1.12£0.05, 0.96+0.04), and the difference was statistically significant (£=1620.239, P=0000). The
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expression of LncRNA MALATT1 in serum of EBVaGC patients was not related to age, main tumor location, vascular tumor
thrombus, tumor diameter, tumor histological type, nerve invasion, depth of invasion and location of occurrence
(t=1.320 ~ 1.970, all P=0000), while was related to gender, degree of differentiation, lymph node metastasis, TNM stage and
Lauren type (=4.880 ~ 29.748, all P=0000). The ROC results showed that the AUC of LncRNA MALAT1 predicting EBVaGC
was 0.863 (95%CI: 0.811 ~ 0.906), with a corresponding sensitivity and specificity of 92.68%, 81.00%, respectively. The results
of Kaplan-Meier analysis showed that the 5-year cumulative survival rate of LncRNA MALAT1 high expression group was
34.62% (27/78), which was significantly lower than that of low expression group 57.78% (26/45), and the difference was
statistically significant (Log rank y’=6.944 , P=0.008). COX results showed that age, degree of differentiation, lymph node
metastasis, TNM stage, and high expression of LncRNA MALAT1 were all risk factors affecting the survival of EBVaGC
patients. Conclusion The up-regulation of LncRNA MALAT1 expression in serum of EBVaGC patients is closely related to the
progression and prognosis of Epstein-Barr virus infector-associated gastric cancer, which may be used as a potential serum
marker for the diagnosis of EBVaGC patients.
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x®3 #20m EBVaGC BEMEHI COX EVFo5 7
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BRMRE, Hp A AEFCh 8.5 45 ", (H HHj
EBVaGC M &ALl i AN BHAf, #553 EBVaGC B34
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AT AR S Fg e S e A B IR 45, {8 LncRNA AR
SRV TE B A AR AR AR T R AT, AT AT DA e 3
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1ZWr EBVaGC HIm AT BT I RS B TR S B, e
LncRNA MALAT1 A] GBAE M2 WniZ e i fE bRk
Y. Zal2HilAEF 245 R R LncRNA MALATI
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