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 E. B AR sk e F UK do Bk 4% A B TR 32 K K 4% 3E 25 55 RNA (long non-coding RNA, LncRNA )
Rl ik 7 649 L ) A) K 4% 3F 45 7% RNA (long intergenic noncoding RNA predicting cardiac remodeling, LIPCAR ) #5%&
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1% 7 52 8F 3% %% 8 PCR (real-time quantitative PCR, qRT-PCR ) #] LIPCAR /£ 7R Bl % % Bt 8] 04 235 &, F oW ARk
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KA I E AR K, 55, 749 KK P LIPCAR 4% b5 | KA RIEE, LIPCAR X/ Mpk A 408,
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Abstract: Objective To investigate the expression changes and significance of long intergenic noncoding RNA predicting car-
diac remodeling (LIPCAR) in the long-chain non-coding RNA (LncRNA) along with time expand of normal mechanically col-
lected platelets. Methods A total of 32 normal mechanically collected platelets from normal donors from Shaanxi Blood Center
from November 2021 to July 2022 were collected and stored in a special 22+ 2°C thermostatic oscillation box for platelets. The
quality of platelets was detected by prolonging the storage time(1, 3, 5, 7 and 9 days).The expression levels of LIPCAR at differ-
ent storage times of platelet samples were detected by qRT-PCR. The correlation between the change of expression level with the
sex and blood type of the donor were analyzed. Results The quality of that detect platelets is qualify. On 1, 3, 5, 7 and 9 day of
storage, the expression of LIPCAR increased gradually along with the prolongation of storage days, and the overall data
showed statistical significance difference (H=89.46, P<0.001). Pairwise multiple comparisons were made between days, P-values
corrected were less than 0.001 on days 1 and 5, 1 and 7, 1 and 9, 3 and 7, 3 and 9. P=0.016 after correction on the 5 and 9 days,
and the differences were statistically significant. According to gender analysis, the expression of LIPCAR on days 5th and 1th
(t=2.189, P=0.038), 7 and 1 (+=2.320, P=0.028), 9th and 1th (r=2264, P=0.032) showed statistical differences on
different storage days. There was overall homogeneity difference between the different blood groups (£=3.160, P=0.043),
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with statistical significance. Conclusion The normal mechanically collected platelets with the storage time prolonging, the

LIPCAR content in the samples on the 5th, 7th and 9th day was significantly higher than that on the Ist day. LIPCAR was

sensitive to platelet storage conditions, and might become a potential biomarker of PSL.

Keywords: mechanically collected platelets; long non-coding RNA(IncRNA); long intergenic noncoding RNA predicting

cardiac remodeling(LIPCAR); platelet storage lesion (PSL); storage time
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6.0 #1511 T £~ LneRNAs ( SENCR, SNHGY,
LIPCAR, GASS5, H19, MIAT, LincRNA-p21,
MEG3, UCAl & MALAT1) 514, RS 29850
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MR R IA R

1.4 it F o4 R SPSS26.0 4t it &k 4 kb 2
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AU WU BE I B35 0 ) B I e AR B .
WANG % U 5IE 52 LIPCAR 3 32 9% 15 TGF- B /Smad
PO AR, N B I ARTR YT B T
TER . TEMRE ST 45k, LIPCAR 78 A &
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