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Results of External Quality Assessment for Group B Streptococcus DNA

Testing in Shanghai and Other Regions

YANG Yi-xiao, XIAO Yan-qun, HUANG Zhong-qgiang, BAO Yun

( Shanghai Center for Clinical Laboratory, Shanghai 200126, China )

Abstract: Objective To evaluate the testing capabilities, analyze problems and improve testing quality of laboratories for
2021 EQA program was

carried out twice a year. Each sample panel contained 4 different concentrations of positive samples which were diluted with

group B Streptococcus DNA testing in Shanghai by external quality assessment (EQA). Methods

inactivated GBS culture medium and 1 negative sample. Samplesweresent to participating laboratories by cold chain. Each
laboratory was required to test and report the results within the specified time. Results of each laboratory as well as overall
compliance rate of each sample were calculated based on the report results. Results There were 33 laboratories entered for two
EQA programs in 2012, 31 and 32 valid laboratories results were received in two EQA programs. All the laboratory EQA results
were qualified. 87.10% (27/31) and 96.88% (31/32) of the participating clinical laboratories submitted correct results for all
five samples. The overall sample compliance rates were 97.42% ( 151/155 ) and 99.38%(159/160). A total of 5 errors occurred
in the two EQA programs, and all errorswere false negative. Conclusion The overall accuracy rate of clinical laboratories was
high, while some clinical laboratories need to improve their performance capability, especially the weak positive sample detection
ability. The laboratory could strengthen its quality management by participating in EQA, so that problems could be discovered in
time and improvement could be achieved.
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