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Correlation between Serum miR-34 Expression and Ventricular
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Abstract: Objective To detect the serum micro ribonucleic acid (miR) -34 level in patients with ischemic heart failure (IHF)
and analyze its correlation with ventricular remodeling (VR) and prognosis in patients with IHF. Methods A total of 80 patients
with IHF who were admitted to Wuhan Asian Heart Hospital from August 2019 to August 2021 were selected. Serum miR-
34 expression was measured by real-time quantitative PCR at the time of admission. According to whether the patients had VR
after 6 months’follow-up, they were divided into VR group and non-VR group. According to the prognosis of patients, they were
divided into a good prognosis group and a bad prognosis group. The baseline data of each subgroup were compared with the
serum miR-34 expression, and the correlation between serum miR-34 and VR and prognosis of patients with IHF was analyzed
by binary logistic regression and COX regression models, respectively. Results The serum level of miR-34 in 80 patients
with IHF was 3.64 = 1.13. The serum miR-34 level of IHF patients with VR and poor prognosis was higher than that of patients
without VR and with good prognosis (=7.630, 4.492, all P<0.05). The results of point-two-column correlation analysis show
that, serum miR-34 in IHF patients was positively correlated with VR and poor prognosis (*=33.967, 16.193, all P< 0.05).
Logisitic regression analysis showed that high serum miR-34 level was a risk factor for VR and poor prognosis in IHF patients
(OR=4.437, 3.526, all P < 0.05). Conclusion Serum miR-34 levels were closely related to the occurrence of VR in patients
with IHF, and high expression of miR-34 may increase the risk of poor prognosis in patients.
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