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W OE. B ®itE R BR% 3C M A 2 (nuclear receptor subfamily 3, group C, member 2, NR3C2) #= E &454-
%457 & 1 (E-box-binding zinc finger protein 1, ZEB1 ) f& PIRAEIZLLLR P 09 KL 2 F & F K AT /5 f274 NR3C2 mRNA #»
ZEB1 mRNA #94ast &k K-F, 2 AL EEREGHXE, ik HI2018F3 A ~ 20195 5 A ESRTARER
ATF K& 705 85 B WARM S B A 0y R B A 408 (JEMRALLR >3em ) AR, R LEMRLTEH (1CC) Anl &
LA & 487 NR3C2 A= ZEBI1 #9k38; Al ETRIBEES (F38a) FRT. KRE 1A, RE 1 AMAGFHE
A, AR R HE AR 6 30 44 B d (x4 ) e A AR AR, SRR 52 et 88 %€ & PCR #4m NR3C2 mRNA #» ZEB1
mRNA #8533 £ 3£ KF; 5 NR3C2 mRNA F# ZEBI mRNA #8357 & & K-F 5 6 RRILAFFEN % 4 ; K37 NR3C2 #= ZEBI
FOR KT 5 VRIS B F =554 A R 69 % 20 Kaplan-Meier 047, KRS # A ISR ATHN A B0 E L2 F2W; R
B ZAECOX IS FTRIREELE Y aRE, ER LRAZLFEIURIT, BALE P NR3C2 fakkik F
(36.47% ) A& FIRFmL (72.94% ) , ML T ZEB] Mtk X F (67.06%) & FTRFHLE (3059%) , 2FBLH%
it FEESL (F=22.814, 22.624, 3 P<0.001) ; 340K A7 7% NR3C2 mRNA &k AKF (0.55+0.14) {& TR %k
AP (097+0.22) , KaT. K5 1 AFRKE 1 A~ A 274 NR3C2 mRNA & kKT (0.55+0.14, 0.69+0.15, 0.89+0.19)
BRI E, EFEA%RITFEL (=12.038, F=95217, P<0.001) ; %#1 K% ZEBl mRNA & ik K-F (1.88+0.28)
BT stRmAkAKT (1.022041) , RaT. KB 1A, KRB 1 /A f2iF ZEBI mRNA %A KF (1.88+0.28,1.43+0.32,
1.15£0.29) 1R AKIK, £FAA%TFENL (=12.716, F=130.564, P<0.001) ; FKIME S H & NR3C2 mRNA £
i£42 ZEBIMRNA &£ KF 55 TNM o4, 254645 | 0424 4 L2 I8 A % (1=2.449, 2.081, 3.938, 2.212; 2.013,
2.348, 2.029, 2.096, 3§ P<0.05) ; NR3C2 mRNA & & LA =4 4 4 % (86.00%) %355 T &K A (40.00%) ,
ZEBI mRNA # #5240 = 4 % (3529% ) B EAKTARE AL (88.24% ) , 243 H %+ FESL (=4.168, 5593,
¥} P<0.05) ; $HE COX @an# R, TNM 5. HEL44 3E. NR3C2 mRNA 4 ZEBI mRNA 34 ¥
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Abstract: Objective To investigate the expression of nuclear receptor subfamily 3, group C, member 2 (NR3C2) and E-box-
binding zinc finger protein 1 (ZEB1) in thyroid cancer tissues, compare the relative expression of NR3C2 mRNA and ZEB1
mRNA in serum before and after surgery, and analyze their relationship with patient prognosis. Methods From March 2018 to
May 2019, samples of cancer tissue and paracancerous tissue (>3cm from the cancer tissue) of 85 patients with thyroid cancer
who underwent surgery in Zoucheng People’s Hospital were collected. Immunohistochemistry ( ICC ) was used to detect the

expression of NR3C2 and ZEBI in cancer tissue and paracancerous tissue. Serum samples were collected from thyroid cancer
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patients (experimental group) before surgery, 1 week after surgery, and 1 month after surgery, and serum samples from 30 healthy
people (control group) who went to the hospital for physical examination were also collected, real-time PCR was applied to
detect the relative expression of NR3C2 mRNA and ZEB1 mRNA. The clinicopathological characteristics of patients with thyroid
cancer were collected, and the relationship between the relative expression levels of NR3C2 mRNA and ZEB1 mRNA and the
clinicopathological characteristics was analyzed. Kaplan-Meier method was applied to analyze the relationship between
preoperative NR3C2 and ZEB1 expression levels and 3-year survival in patients with thyroid cancer, log-rank test was used to
analyze the difference of survival curves between groups, and multivariate COX regression was used to analyze prognostic
factors in thyroid cancer patients. Results ICC observation showed that the positive expression rate of NR3C2 in cancer tissue
(36.47%) was lower than that in adjacent tissue (72.94%), and the positive expression rate of ZEB1 in cancer tissue (67.06%) was
higher than that in adjacent tissue (30.59%), and the differences were statistically significant (x’=22.814, 22.624, all P<0.001).
The preoperative serum NR3C2 mRNA in the experimental group (0.55 + 0.14) was lower than that in the control group
(0.97 £ 0.22), the relative expression levels of serum NR3C2 mRNA increased in sequence before surgery, 1 week after surgery,
and 1 month after surgery (0.55+0.14, 0.69 +0.15, 0.89 £ 0.19) , and the differences were statistically significant (+=12.038,
F=95.217, P<0.001). The expression level of ZEB1 mRNA in the experimental group before operation (1.88 + 0.28) was higher
than that in the control group(1.02 + 0.41), and the relative expression level of serum ZEB1 mRNA decreased in sequence before
operation, 1 week after operation, and 1 month after operation (1.88 +0.28, 1.43 £ 0.32, 1.15 £ 0.29) , and the differences was
statistically significant (r=12.716, F=130.564, P<0.001). The relative expression of serum NR3C2 mRNA and ZEB1 RNA in
patients with thyroid cancer was related to TNM stage, lymph node metastasis, degree of differentiation, and capsule invasion
(t=2.449, 2.081, 3.938, 2.212; 2.013, 2.348, 2.029, 2.096, all P<0.05). The 3-year survival rate of NR3C2 mRNA high expression
group (86.00%) was obviously higher than that of low expression group (40.00%), and the 3-year survival rate of ZEB1 mRNA
high expression group (35.29%) was obviously lower than that of low expression group (88.24%), the differences were
statistically significant (y’=4.168, 5.593, all P<0.05). Multivariate COX regression analysis showed that TNM stage, lymph node
metastasis, capsular invasion, NR3C2 mRNA, and ZEB1 mRNA were all prognostic factors in patients with thyroid cancer
(P<0.05). Conclusion The expression of NR3C2 in thyroid cancer tissue and serum was down-regulated, and the expression of
ZEB1 was up-regulated, the expression levels of NR3C2 and ZEB1 affect the prognosis and survival rate of patients, and are of
great significance for the prognosis evaluation of patients with thyroid cancer.
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1.2 MR L5XA Trizol ik & (FEER K HRB
FABRAFE ), SEEFHEE e i PCR I & (20U
W AR ARAF ) , NR3C2 1 ZEB1 %
UL B ST AR — PR & (B A
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51945 0.5 ul, ¢cDNA 2 ul, fitA ddH,0 % 20 ul.
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2 HR

2.1 #4427 NR3C2, ZEB1 mRNA ) 48 % & ik
KP4 SEERAURET LTS NR3C2 mRNA (0.55 +
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143032, 1.15+0.29) AH X3 38 K AR K FEAK
(=12.716, ¢=13.962, 22.649, 8.687, ¥J P<0.001 ),
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xr2 FURIREA LA R ESHLAH NR3C2 mRNA, ZEB1 mRNA HIRIEER [1(%)]
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HAbA 39 0.58+0.18 1.86+0.23
TNM %3] [~1 38 0.59+0.18 1.84+0.11
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