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Abstract: Objective To explore the expression level and diagnostic value of serum microRNA (miR) -196b and microRNA-
(miR) -520f in primary hepatocellular carcinoma. Methods Seventy-three patients with primary hepatocellular carcinoma who
met the criteria in Diagnosis, Management, and Treatment of Hepatocellular Carcinoma in the Affiliated Hospital of Panzhihua
University from June 2020 to June 2022 were enrolled as study group. Meantime, another 80 healthy individuals underwent
physical examination during the same period were set as control group. Milliliters (5ml) of fasting venous blood samples were
obtained from all subjects. Expression levels of miR-196b and miR-520f in serum were detected by real-time fluorescence
quantitative reverse transcription polymerase chain reaction (QRT-PCR). The two indicators were compared among primary
hepatocellular carcinoma patients with different clinicopathological characteristics. Thereafter, the Pearson correlation analysis
was conducted to discuss the correlation between serum miR-196b and miR-520f expression, and receiver operating characteristic
(ROC) curve was plotted to evaluate the value of serum miR-196b and miR-520f in primary hepatocellular carcinoma. Results

Serum miR-196b expression level was 2.73 + 0.56 in study group, which was higher than in control group(0.99 +0.24) ,
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and miR-520f expression level was 1.69 + 0.44 in study group, which was lower than in control group(3.34 + 0.64), and the
differences were statistically significant (+=30.578, 12.690, P<0.05). Compared with patients with stage III ~ IV, low
differentiation, lymph node metastasis, and tumor diameter = 5 cm detected higher serum miR-196b expression levels and lower
miR-520f expression compared with those with stage I ~ I, moderate-to-high differentiation, no lymph node metastasis, and
tumor diameter <5 cm, respectively, and the differences were statistically significant ( 7,z 19,=4.868 ~ 13.229, t,.x.
507=3.873 ~ 7.814, all P<0.05) .Pearson correlation analysis denoted that the miR-196b expression level in serum of patients
with primary hepatocellular carcinoma was negatively correlated with the miR-520f expression level (=-0.445, P=0.006). In the
prediction of primary hepatocellular carcinoma, ROC curve analysis suggested that the area under the curve, cut-off value,
sensitivity, specificity and 95% confidence interval ( 95%CI ) were 0.842, 2.55, 91.78%, 62.50%, and 95%CI (0.810~0.874)
for serum miR-196b, and those were 0.872, 2.43, 91.78%, 67.50% , and [95%CI(0.848 ~ 0.906)]for serum miR-520f, while the
combined detection of the two indicators showed better predictive efficacy, with area under the curve, sensitivity, specificity and
95%CT of 0.923, 86.30%, 87.50%, and 95%CI [95%CI(0.891 ~ 0.955)],respectively. Conclusion Patients with primary
hepatocellular carcinoma have up-regulated miR-196b expression and down-regulated miR-520f in serum, and the two abnormal
changes are closely correlated with the tumor diameter, clinical stage, differentiation degree, and lymph node metastasis in

patients. Furthermore, the combined detection of two indicators is of great value in the diagnosis of primary hepatocellular

carcinoma.
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