BURK R 220 S5 38 4S5 20234E9 A T Mod Lab Med, Vol. 38, No. 5, Sept. 2023 75

B v A v 2B B LT LncRNA SNHGS 14335 Bz I A 5 L
Bekk, BRAC, £ A
(b AE 2B Mt @ sh—EE B a. #HASMRRE R s b AN o e NRE, WdETkZ T 075000 )

i E: BW T K435 RNA 4= RNA 75 £5 K 8 (long non-coding RNA small nucleolar RNA host gene 8,
LncRNA SNHGS8 )72 #k o b Jisi 5 ¥ ischemic stroke, IS )& 2 du i b 44 £k KB &G R &L 3% #45201945 A ~ 2021
F 12 AT FRRME S — ERAYE AFAERR S IS B4 LIS AR F (ISA) , RB/ARNE L T AT
I 4 ¥ % % % 2 ( national institute of health stroke scale, NIHSS )3} % % #4740 22 27 86 044 37 4, ¢ & & o 4 32 % 20( NIHSS
<44, n=39) . PE (45 <NIHSS #4 < 204, n=35) fe & F 40 (NIHSS #F5% > 20 &, n=41) , % &
BRI AL R ARAR AT 120 IV A 2t 40, R A 52 BF 3¢ 62 & PCR (real time fluorescent quantitative PCR, qRT-PCR )
) 7 LncRNA SNHGS8 % 3% K -F; Spearman 48 % 4547 IS & & 7% LncRNA SNHG8 5 NIHSS #4448 % 1 ;
Z XA TAE4FAE (receiver operating characteristic curve, ROC ) £ 2 #7 f2 75 LncRNA SNHGS % ik /K -F F IS #9457 4
1, R 1S4 & iF ¥ 2B B (total cholesterol, TC) (526+1.21 mmol/L ) #=/& % E A5 & & - I B B (low-density
lipoprotein cholesterol, LDL-C) (2.23+0.53 mmol/L ) &-F% T 2848 (4.35+1.43 mmol/L, 1.51+0.65mmol/L) , %
FAA G FEL (15255, 9.284, ¥ P < 0.001) ; A& % EMES - 2B B (high-density lipoprotein cholesterol,,
HDL-C ) (1.39 % 0.41 mmol/L ) % LncRNA SNHGS ( 0.78 +0.11 ) F ik /K PAKF 28848 ( 1.72 +0.36 mmol/L, 1.05+0.15),
EZRHBEA G FEL (1=6.564, 15.680, 3 P <0.001) ; %, P, EEMAEH f7F LncRNA SNHGS & & K-F 5 5] A
0.85+0.10, 0.77+0.09 #= 0.71+0.08, =008 rbix £ F A 4o+t 5 & L (F=24.173, P<0.001) ; IS & & f2 7 LncRNA
SNHGS 5 NIHSS #4 £ fi A8 % (7=-0.501, P<0.001) ; sfz7% LncRNA SNHGS8 & iA K -F#4% IS & #45 ROC W& T
A 0.873 (95%CI: 0.823 ~ 0.913) , RAEARBIAL 0.89, H B EFodF 7 E 5 5 4 85.22%, 73.33%; IS BH ANR
24h M. ¥ 1R, BSF 2 FJS ik LncRNA SNHGS £k KP4 0.78£0.11, 0.85+0.09 #= 0.93 +0.08, FKikKPIR
KItE, EFALRITFEL (F=73.064, P<0.001) . 4518 LncRNA SNHGS 7 IS & F i b Rk R-F AL, 5 &L
Ttk R EREA K, TRRA IS LW SR REGRES.
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Abstract: Objective To investigate the expression level and clinical significance of long non-coding RNA small nucleolar RNA
host gene 8 (LncRNA SNHGS) in the serum of patients with ischemic stroke (IS). Methods A total of 115 IS patients
hospitalized in the Department of Neurology, the First Affiliated Hospital of Hebei North University from May 2019 to December
2021 were selected as the study subjects (IS group), according to the national institute of health stroke scale (NIHSS) score at
admission, the patients’ neurological impairment was scored, the patients were divided into mild group (NIHSS score < 4 points,
n=39), moderate group (4 points<NIHSS score =< 20 points, #=35) and severe group (NIHSS score>20 points, n=41), another
120 cases of physical examination personnel in the hospital were taken as the control group. The expression level of serum
LncRNA SNHGS was detected by real time fluorescent quantitative PCR (qRT-PCR), the correlation between serum LncRNA
SNHGS and NIHSS scores in patients with IS was analyzed by spearman correlation, and the diagnostic value of serum LncRNA

SNHGS expression level in IS was analyzed by receiver operating characteristic curve (ROC curve). Results The levels of
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serum total cholesterol (TC) (5.26 + 1.21 mmol/L) and low-density lipoprotein cholesterol (LDL-C) (2.23 + 0.53 mmol/L) in IS
group were higher than those in control group (4.35 + 1.43 mmol/L, 1.51 + 0.65 mmol/L), and the difference was statistically
significant (=5.255, 9.284, all P<0.001), the expression levels of serum high-density lipoprotein cholesterol (HDL-C) (1.39 + 0.41
mmol/L) and LncRNA SNHGS8 (0.78 + 0.11) were lower than those of control group (1.72 + 0.36 mmol/L, 1.05 + 0.15), and the
differences were statistically significant (7=6.564, 15.680, all P<0.001). The expression levels of serum LncRNA SNHGS in the
mild, moderate and severe groups were 0.85 +0.10, 0.77 £ 0.09 and 0.71 + 0.08, respectively, and there were significant
differences among the three groups (/=24.173, P<0.001). Correlation analysis showed that serum LncRNA SNHGS in IS patients
was negatively correlated with NIHSS score (r=-0.501, P<0.001). The results of ROC analysis showed that the area under the
ROC curve of serum LncRNA SNHGS8 expression level in IS patients was 0.873 (95% CI: 0.823 ~ 0.913), the best cut-off value
was 0.89, the sensitivity and the specificity were 85.22%, 73.33%, respectively. The expression levels of serum LncRNA SNHG8
in patients with IS within 24h after admission, 1 week after treatment, and 2 weeks after treatment were 0.78 + 0.11, 0.85 + 0.09
and 0.93 + 0.08, and the expression level increased sequentially, and the difference was statistically significant Significance
(F=73.064, P<0.001). Conclusion The expression level of LncRNA SNHGS IS decreased in IS patients, which was related to

the severity of the disease. LncRNA SNHGS8 may become a marker for diagnosis and disease evaluation of IS.
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Bt 1 4 B 2 v (ischemic stroke, IS) 29 /5
A ) B 70%,  HA AR R B R 0 R S Bk
2, CE R AN Aad R, B2 WIE AL 1S
W, AT AT, RAEEE X, K
GRS RNA (long non-coding RNA, LncRNA )
AT S 5T G ARA . h2k E AR 2] RS
Z R L B AR B0 LneRNA /MZ{~ RNA 15 &
3£ A 8 (long non-coding RNA small nucleolar RNA
host gene 8, LncRNA SNHGS8 ) & LncRNA Z —,
ALE R AR N RIA S S . i, LR
[l A S MY Ed R Y, R
/R, LncRNA SNHGS8 7E K Jili H 3 Jik 4] %€ (' middle
cerebral artery occlusion, MCAO ) K FUINZLZI 4, -
AR (oxygen-glucose deprivation, OGD )
S AR/ B 5 40 i P IR SR ik, B LncRNA SNHGS
FEIK AL 1R miIRNA-425-5p/ PUERAE B85 A 1

( silent information regulator, SIRT ) 1/ #%KF -« B
S A g 0 35/ D G I 200 8 R AR PR e
B0 B LA BRI, LncRNA SNHGS 7/l
i b BAERAEA, H LncRNA SNHGS 7E IS H111
IR E A TE R I, A SR IS
IML7% LncRNA SNHG8 KA F L X ILZ Wi i i, A
IS YT LI 2%

1 #MR5FHE

11 #Fsest . 8201945 H ~ 2021 4 12 A
P AL AL T 2 BE B 55— B2 e i 22 R BE 1 1S
B 1S BIVE RS S (IS4 ) , Hd B 70
B, Ltk 4s B, L 46~78 (61.20£10.50) %5
WA 35 451, ORI 41 ), I 58 9, AR 27
B, bt 12 B, BRI AEAR A A 51 120
BIVERXT AR, [RIETHERR RE A A sl o Sk ab
Vb S R, b M 64 19, 2k S6 i,

AEHE 46~80 (60.70 +11.80) % We kil 28 1], AW
33 M5, w46 151, BEPRSE 23 B, 00 15 il
PIZHPES] . A O . R . L R
T LB g, 2RISR X (=1.361,
1=0.343, ¥’=1.509, 1.809, 3.486, 0.652, 0.246, ] P >
0.05 ). T A AT AT G sl H B R S 8 4 E A s R
H 2kt I 2= Be bR 56 — R BEAR B2 A i i
L I S

IS 9 Abnifi: OFFA b E kM i 4 iz
BT (2018) SR s Qe A HAE A
G 24h N ABEREZ2; LAk CT 5 3.0 MRI £ ¢
12 HHEBR AR AE o HEBRARAE . ORI
B &AW REESE . B AMIT L AR
M5 s @FF R EDIRER s QA Wi
i DIRIRTERIA S . MG A G FE 7 A5
I 26 B F2 TF 4> (national institute of health stroke
scale, NIHSS) X} IS 4H £ 2% gk 47 ¥ 2 D RE i 15
WAy, ¥ E Y MR E YL (NIHSS PF4r < 4 47,
n=39) . " JE 4 (44 < NIHSS PF 43 < 20 47,
n=35) FIEEFLH (NIHSS PF4r> 20 4>, n=41) .
12 MEL5XA  ABI 7300 PCR 1Y ( 2:[H Applied
Biosystem 23 7] ) , & RNA $2EGAF] ( Trizol ) (2
[ Invitrogen A7, #2%5 15596018 ) , % sk 7
£ (Reverse Transcriptase M-MLV ) (185 H2640A,
H 7S Takara ) 2 TagMan 5417424 6 5E 7 PCR A5
%5 (2 x Probe qPCR Mix ) (475 HS0616, HZK Takara) ,
LncRNA SNHGS & N2 GAPDH 514 ( £
TREARAHR) .
1.3 Fi&
13,1 FEAREE RARAE: REE IS 4LEH ABE 24h
BIT 1R 69T 2 UG O BN GRS 24 K
JKIfL 5 ml, % 3 000 x g B0 10 min J5 54 L7,
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BT -80°CIRAEFR
1.3.2 SIS EE PCR (real time fluorescent quanti-
tative PCR, qRT-PCR ) JEAG N M7 LncRNA SNHGS
ik K2 SR H Trizol 35471 $12 B UL 3 5L RNA,
BT g RNA i S5 500 &5 il cDNAL 2 b
1% 95 °C 10 min; #RJ5 95 °C 10's, 60°C 60 s,
1t 40 AMEH . LncRNA SNHGS8 Fin14): 5°-CCC
GAGAACCGTCAGTTTGA-3’, Fiif5|4: 5°-ACAC
CCGTTTCCCCAACTAC-3’; GAPDH I ¥i% 51 ¥:
5’-AATCCCATCACCATCTTC-3’, FiiF51¥): 5°-AG
GCTGTTGTCATACTTC-3’ . JRWZ5H 5, L GAPDH
HNZ, KM 27 341 LncRNA SNHGS AR
FKiki,
1.3.3  IGIRGORMLEE . EE AR SIS . AFH
PR, MUEFE bR, AR AR A FE S E B (total
cholesterol, TC) . =t HH (triglyceride, TG) .
I % B A5 & 1 IH [& B (low-density lipoprotein
cholesterol, LDL-C) 5% B g & FIHEEE (high-
density lipoprotein cholesterol, HDL-C ) .
1.4 %t 54 KA SPSS 22.0 G il 2= 43 ¥,
TR G IES MR, DI + bRz
(X+s) Fon, PYLE FLECR A ST AEA ¢ K5,
Z U ] LR FH R 2R 7 22 08T, i — 20 T LAt
K LSD-t kg, 8RR - n (%) Fow, 4
(8] HAE R 7 K56 Spearman AHIEE3HT 1S ¥
1% LncRNA SNHGS 5 NIHSS ¥4 fAH e R
HZ X #E TAEFFE (receiver operating characteristic
curve, ROC) & Hrifili LncRNA SNHGS8 Xf IS
HIZWHIE ., P < 0.05 NESAS 3 E X,
2 HR
2.1 WA ffg & & LncRNA SNHGS & ik K -F b
5 W 1, ISHLIME TC, LDL-C K-V TR R4
Ifii HDL-C & LncRNA SNHG8 Fik /K A% T4 BB 2H
ERMAGIHEEL (B P <0.001) ; B
IS A E MY TG K FIbi, 2R TGt E L (P
> 0.05) .
=1 2R M AE R If1 5% LncRNA SNHGS
RIEKFLLE (xts)
TH IS (n=115) XEA(n=120) ¢ff PfE

TG (mmol/L) 159 +£0.67 1.65£0.81 0.617  0.538

TC (mmol/L ) 526121 435+143 5255 < 0.001
HDL-C ( mmol/L ) 139 £041 172+£036 6564 < 0.001
LDL-C (mmol/L) 223+0.53 1.51+0.65 9.284 < 0.001

LncRNA SNHG8 0.78+0.11 1.05+0.15  15.680 < 0.001

22 FREmE S EAEIS B £ iF LncRNA
SNHGS & A K -F i B4, b B 4] i

ZH H 1% T LncRNA SNHGS 3 35 7K F 43 31l Ky
0.85+0.10, 0.77 +0.09 F10.71 +0.08, = t# %
SAGHFE X (F=24.173, P < 0.001) ; S5
A rbd, ESEEHEBH MG T LncRNA SNHG8
FRKFRAR, 256851128 X (+3.601, 6.931,
¥1P<0.05) , SHEH L, EEHEE MG
LncRNA SNHGS L KRR, ZRAGIT¥E
X (=3.077, P=0.003) .

2.3 IS &# foiF LncRNA SNHGS & ik 5 & k% 22
AEH X Z O WK 2. ARAERE . M B
(9 IS FEF M7 LncRNA SNHG8 Fik /K- ik 2%
WGBS (3P >0.05) .

x2 IS &M% LncRNA SNHGS Rix 5

GERFIES X R
TiH n LncRNASNHGS wF{i P1H
(%) > 60 60 0.77+0.10
1177 0242
<60 55 0.79 £ 0.08
5 B 70 0.77 £ 0.08
1868 0.064
'y 45 0.80 £ 0.09
Y% N T4 23 0.78 + 0.07
HRE 25 0.77+0.10
0.776  0.509
/NVEEBE 50 0.79 = 0.09
JEBIMERESE 17 0.81+0.08

24 IS %% o7& LncRNA SNHGS8 5 NIHSS +F %
ey R MR TR, 1S B I LncRNA
SNHGS8 5 NIHSS #F 43 & i Al ¢ ¥ (=-0.501,
P<0.001) .
2.5 ik LncRNA SNHGS *+ IS 94 riE  Ifiis
LncRNA SNHGS Fik/ACF 1Al 1S & 1) ROC HiZk
T LK 0.873 (95%CI M. 0.823 ~ 0.913) , #ix
FERRBTE A 0.89, AEURR S FIRE S B2 7051 85.22%,
73.33%,
26 IS &% A. )& &% LncRNA SNHGS &
BRFEA ISEEEABE240N, BT 1A
J& . 897 2 S 75 LncRNA SNHGS 235 7K -4
S A 0.78 £0.11, 0.85+0.09 F10.93+0.08, 3 ik
KARK T, 2R7A G 2% 5 L (F=73.064,
P<0.001) .
3 itig

IS SR I AR S5 & LA A I 22—, 1S YA
ML 2%, L rb e P v 0 45 S SRE s 1 5
L, WEERRN, 2F5HFEES5MN
UK

LncRNA 7EMGZHZIh 3381z, i s 1A
FE R ek o A TR A A= 02 T RE , TEMA 2 AR
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BT R 256 BRAE . v XUAE AR b 28 R e R LB K e
il HEAEH P BRS8N, LncRNA A 38 i
P EAL NI . PR RE RN . TS AW, A
AL RES SIS kA KRN, WRIERR, 1S
BEMNH L5 M5 LncRNA S %35, WRERLH
LW IS FTTERR Y, 1 LncRNA H19, LncRNA
GAS5, LncRNA RNF5P1 4 " LncRNA SNHGS
J& LneRNA Z—, TEZFPRAR S, Mg rh i 7
RN, SHEEMNREAMEGE . T8 Sk
AU WL BGHe i PR 3 55 A PO LB 497 5 22 o 2 B B ik
S R s U 5 %3k LncRNA SNHGS A
U 3E MCAO KM T REBLFG, BRARNK & K &
i 5 8 15 1 % B 4L 453005 FN A 4, #E OGD /5
RN BT AR, 3 # 3K LncRNA SNHGS & Af
SN M TS 7 I B A L R B U TS 1, AR R AL
il 55 8 4% miRNA-449¢-5p/SIRT1/ X 3k HE 5% 5% [H 1
Ol A . HAMFFEAR Y, 7612 2 i B i
75T B A 2 A it 2238 LncRNA SNHGS8 7] 3 i
miRNA-384/ [\ I & KL K A13/ 7 5 AL 5 5 3A
GBI T (N7 RS A SR L2 vt/ W B e 0] e
REW], LncRNA SNHGS 7 fixi 11 175 i # v & # 1%
FHYEH. ARPFFREERLE M, LncRNA SNHGS 7E IS
R IS B IEAKCT AL, JF R BB I N ifi
FEA, #2785 LncRNA SNHGS 5 IS & M &y
B AR A —E A, IS R il T e i
i Jr R AR, B AR AR T . AR REE S 2T
P, TR IR 0 B R, T 9 E BN S i 48 00
Her= A AR R - Rl N EE 51477, LncRNA SNHGS
AT BB IE A I 2 SE RN ST TS 5 1S
M & &, T LncRNA SNHGS 33k a] #1f1 il it 22
RAE N G2 e T Y, #2785 LncRNA SNHGS
FE RN 40 0 B b e FE A 2 R E T, AT RE AR 1S
TRIT AR bR

NIHSS P45 AT T 2EAl 1S F 5 e 1 i ™ A%
BE, ok, RORBFRESTE, AR R
7~ U LncRNA 5 1S /i # 89 NIHSS 3T 4 1 %,
eI LncRNA A fE % IS A9 5 175 7™ 7% B 7= A 3
W ASBFFEACHE M s, 1S FR3 ML LncRNA
SNHG8 5 NIHSS i 43 2 i A1 ¢, if — 2 $#ER
LncRNA SNHGS K ik7K -5 1S H 35 (5 )™ H %
JEAE . — B R AM A I Y LncRNA SRR T4
JHT BN PR 40, LncRNA A LL3E £k ifi i e i
414! LncRNA 7KF-5 117 7 LncRNA 7KF—2K,
LncRNA SNHGS8 ] GE K i T 32 0t i s 20 40, 7E il
B0 R KRG, PTRBIE o 2 590 15 #h
SRIE GO T, RSk IS PRt g, A
T K 3 Y LncRNA SNHG8 Z83k 7K -1l 1S 119

P R kg, BE— DB, I LncRNA

SNHG8 XAl IS & A4 —E e E, AlfE

B IS W) 5r ARG . AWFFEE s, 1S &

FAEIRIT G I LncRNA SNHGS ik /K- 7+,

#W] LncRNA SNHGS 7E IS fR# P 8 28 (4 1E

F, X T RES H 25 PR /N B A A S S 1 5

LT A K
L% LBk, LncRNA SNHGS 7£ IS [ # Ifil i

RIBKFREAR, 5 1S BEPRmHEEA R, X

IS —EZWHHE, ATRERCIZIBT IS 1Y 7 TAREY -

B FADFFEN ARk RGO R REA A A,

H. LncRNA SNHGS8 5 IS KA & J& ity BLAARVE FH L

WA, SRS 2 IR R A,

BRI N E, AR ASTS LncRNA SNHGS

1E 1S HIEH].
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