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H OE. BE R M A 8 (circular RNA, circRNA ) 0020710 & 2R 3k 4 #8 4 B2 ( circular RNA, circRNA )
0079593 £ B M Z & FHMB P ey R AR LG RME, ik #®I2019F 1A ~2022 53 ARETEHE P CER
ROl I B EE G EE, KSR AL E PCR H4M B 2 & & R4 8 R EF 4148 circRNA_ 0020710 &
circRNA 0079593 % i& K-, 5+ 4947 circRNA_0020710 % circRNA 0079593 & A K-T5 B 2 & & i B3 06 R AL X A
B 2R TAEHFAE (ROC) #1455 AT circRNA_0020710 % circRNA_0079593 &bk 2 &, & 759 7 A TR ok B 2 45 4%
B, R 5 EFAgmEl, BHEEFBHLS circRNA 0020710 (4.95+2.37 vs 1.84+0.92) A circRNA_0079593
(270 115 vs 091 £0.34) RAK-FHP RS G, £2FBARTFENL (1=18.946, 15.248,3 P<0.001) . BHZE X
%4 circRNA_0020710 % circRNA_0079593 & ik K-F #5858 M ~ VB, AFia e, IR HBH X
(£=9.620 ~ 20.713, ¥ P<0.001) . ROC W £ %+, circRNA_ 0020710 % circRNA_0079593 %7 Btk 2 & & 9% B TR itk
TS ey & T @R e 54 0.847(95%CL: 0.787 ~ 0.905), 0.806( 95%CT: 0.748 ~ 0.864 ), 0.887(95%CI: 0.829 ~ 0.948 )
F20.842 (95%CI: 0.793 ~ 0.907 ) , HAREFdF FEIHEIF, 48 circRNA 0020710 & circRNA_ 0079593 7K-F /2 &
WEEZRBARTRAEIZH, 5EFGRBIEA X, TIEAHZRL B EIREFI 65T ARED .
KRR MPERATIE; REHIZIR 00207105 FRIRAZBEZIR _0079593
FESES: R739.5; R730.43 XEIFRIRED: A XEHRS: 1671-7414 (2023 ) 05-090-04
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Expression and Clinical Value of circRNA_0020710 and circrNA_0079593 in
Malignant Melanoma Tissues
ZHANG Xiaoyu, ZHANG Yaru, ZHANG Ying, JIANG Zhifang, LIU Huimin

( Department of Clinical Laboratory, the Second Central Hospital of Baoding, Hebei Zhuozhou 072750, China )

Abstract: Objective To investigate the expression and clinical value of circular RNA ( circRNA ) 0020710 and circular
RNA (circRNA ) 0079593 in malignant melanoma tissues. Methods 61 patients with malignant melanoma admitted to
the Second Central Hospital of Baoding from January 2019 to March 2022 were selected. The levels of circRNA 0020710 and
circtNA 0079593 in malignant melanoma tissues and normal tissues were detected by real-time PCR. Analyze the relationship
between the expression of circRNA 0020710 and circRNA 0079593 levels and the clinical characteristics of malignant
melanoma patients. The ROC curve was used to analyze the value of circRNA 0020710 and circRNA_ 0079593 in the diagnosis
and prediction of lymph node metastasis of malignant melanoma. Results The levels of circRNA_0020710 (4.95 +2.37 vs
1.84 £0.92 ) and circRNA_ 0079593 (2.70 + 1.15 vs 0.91 = 0.34 ) in malignant melanoma tissues were significantly higher
than those in normal tissues (#=18.946, 15.248, all P<0.001). The increased expression levels of circRNA 0020710 and
circRNA_ 0079593 in malignant melanoma patients were associated with tissue grade Il ~ IV , tumor location, low differentiation
and lymph node metastasis (=9.620 ~ 20.713, all P <0.001). ROC curve showed that the areas under the curve of
circRNA 0020710 and circRNA 0079593 for diagnosing malignant melanoma and predicting lymph node metastasis were 0.847
(95%CI: 0.787 ~ 0.905 ), 0.806( 95%CIL: 0.748 ~ 0.864 ), 0.887( 95%CIL 0.829 ~ 0.948 )and 0.842( 95%CIL: 0.793 ~ 0.907 ),
respectively, with good sensitivity and specificity. Conclusion The levels of circRNA 0020710 and circRNA 0079593 were
significantly increased in malignant melanoma tissues, which were related to the clinical characteristics of patients. It can be used
as molecular markers for the diagnosis and diagnosis of the disease.
Keywords- malignant melanoma; circular RNA_0020710; circular RNA_0079593
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2019 4F 1 H ~ 2022 4F 3 ARET S L BERE,
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13 77 19 K5 circRNA_0020710 } circRNA_0079593
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2.3 circRNA 0020710 % circRNA_ 0079593 *+ &1+
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ZEEBAL MM WE2 MK 1, circRNA M2 T AR T 0.800, BB 4351k 84.6% Fil
0020710 & circRNA_ 0079593 2 Wit B 45, 2598 (1) 81.0%, H¢5BE4r5IR 82.4% F1 77.5%.
x2 circRNA_0020710 & circRNA_0079593 3142 & = EaiL BN &
5iH R AUC (95%CI) R (%) B (%) PIMERE (%) BB (%)
circRNA_0020710 3.15 0.847 (0.787 ~ 0.905) 84.6 82.4 85.0 82.5
circRNA_0079593 1.78 0.806 (0.748 ~ 0.864) 81.0 715 81.3 712
K circRNA_0079593 T bk [ 45 6 78 1) e A AT (B
i b 4.83 F12.75, FLTRUMM 4555 R 0 2R 1 ALy
ﬁsjiﬁjﬁﬂJ KT 0835, JCUUBIES A1 87.4% F1 84.0%, 5
SERESR 5 85.7% F1 80.8%.
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TH RN (E AUC (95%CI) U (%) FEE (%) IAPEROUGE (%) BIRESENE (%)
circRNA_0020710 4.83 0.887 (0.829 ~ 0.948 ) 874 85.7 82.8 90.0
circRNA_0079593 2.75 0.842 (0.793 ~ 0.907 ) 84.0 80.8 84.2 81.6
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