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SRR SIA A 20 CD44 mRNA il CD24 mRNA K&
a =P 3uy, & a1 YR IETE L e

BR#AH T, LRt B TR, K, A %7 (LTS T NRERE a. 2Rk bR ERRE, ILARIRTE
252601; 2. AL ERIFHE—ER R, AFKE 050000 )

M E:BH KT EEFIHMATH (severe preeclampsia, SPE) # % B4 % 7 4 e & @ ¥ B 4: & @ 5 F (cell surface
transmembrane glycoprotein molecules, CD ) 44 mRNA, %8t & @& B E G 5 -F 24 (CD24) mRNA &% G & ik K-F
KRG RN . ik #HIR 20194 6 A ~ 2022 4 6 A IR T H AR ERES 3T~ 5 %6 SPE &4, #
BE BB RE, #—FH L ATAA SPEA (B <34 B, n=45) o A A SPE A ( 3#> 34 B, n=55) .
IR AR 100 4] A AT, RN KK E E PCR Fo g LR A8 SPE % 4 15 % CD44 #= CD24 4k,
Pearson i o #7 H KA KT £ F VAR Y SPE & Jmils RAFIEGI A XM, % B & Logistic @)ap# % 4 SPE W% H &, 4
B AR TR, SPE M5 204% % CD44 mRNA (0.55+0.12 vs 1.02+0.33) , CD24 mRNA # %2 K-F (0.68+0.19
vs 1.05+0.11) H Ak, 2F AR % FEL (=13.385, 16853, P<0.05) . A ABNLFEELRT T, CD4M4,
CD24 /£ SPE 40 )6 40P % A R AR FFratk kik, mAEXNBA Y % 2k iik, H SPE AR T CDAM,
CD24 [abk FAK F ot M8 20, 273 LA %3 &L (1=9.696, 14346, P < 0.05) . % T4 A SPE 4, #A4 A SPE
AL F CD44 (0.65+10.17vs 0.42+0.11) , CD24 (0.77+0.23 vs 0.58 £0.13 ) mRNA #) Rk K-F3H 5, £2F LA
it F &L (17830, 4.932, P <0.05) . A& T4, SPE 20 BMI, 4% /E. 4Fik/E. jk%&& . Cr, LDH 4= BUN
HREG, 2R A%ITFEL (5360 ~ 30241, 3 P <0.05) ; SPE A4 A4 F. MPV, ALB #4&. #7 4L
hA g KRB R ZRESRTRA, ZFAA%TFEL (3232 ~ 11.109, ¥ P <0.05) . H SPE &AL
¥ CD44 5 CD24 &k 2 EAA% (1=0.698, P < 0.05) , SPE A6 2040F CD44 w9 £k 5315 CD24, 543 F . MPV
Fodr AL A F K 2 EAAE (7=0.611, 0.639, 0.612, 0.465, 3 P <0.05) ; S¥k4/E. RE&EG4 LDH 2fimx (=
-0.604, -0.569, -0.593, ¥ P < 0.05) . CD24 9 %35 5 5] 5 545 8 . MPV A=#7 £ )Lk £ & K 2 48 % (r=0.605, 0.584,
0.640, ¥ P <005); HiM4%/E, k&G4 LDH 2 fita% (=-0.637, —0.593, -0.561, 34 P < 0.05) . % Logistic
AR ERET, MPV (95%CI: 1.429 ~ 4.350) , A& E (95%CI: 1.529 ~ 2.709 ) , LDH (95%CI: 1.425 ~ 3.932)
A A SPE MRS e B & (3 P < 0.05) . &7KF CD44 (95%CI: 0.561 ~ 0.940) , CD24 (95%CI: 0.495 ~ 0.814)
AKX A SPEWM AT AL (M P<005)., &if SPE EXMA T CD44, CD24 £k KFHAK, KT CD44,
CD24 ¥)% SPE & Aty ki tk4p W4, T AJE4 SPE 987 347 @),
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Levels in Placental Tissue of Patients with Severe Preeclampsia
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Abstract: Objective To explore clinical value of the expression levels of cell surface transmembrane glycoprotein molecule
44(CD44) mRNA, cell surface transmembrane glycoprotein molecule 24(CD24) mRNA, and protein in the placenta of severe
preeclampsia(SPE) patients. Methods The SPE patients who were delivered by cesarean section in the Second People’s
Hospital of Liaocheng from June 2019 to June 2022 were further divided into 45 patients in early onset SPE group (gestational
age < 34 weeks) and 55 patients in late onset SPE group (gestational age>34 weeks) according to the different gestational age.

The control group consisted of 100 normal cases in the same period. The expression of CD44 and CD24 in placenta of SPE
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patients was detected by fluorescent quantitative PCR and immunohistochemistry, Pearson method was used to analyze the
difference of their expression levels and their correlation with the clinical characteristics of SPE disease, and multivariate logistic
regression was used to analyze the influencing factors of SPE. Results Compared with the control group, the expression levels
of CD44 mRNA (0.55+0.12 vs 1.02 + 0.33) and CD24 mRNA (0.68 + 0.19 vs 1.05 + 0.11) in SPE placental tissues decreased
significantly, the differences were statistically significant (=13.385, 16.853, P<0.05). The immunohistochemical staining
results showed that CD44 and CD24 were mostly negative or weakly positive in the SPE group placental tissue, while they were
mostly positive in the control group, the positive rates of CD44 and CD24 in the SPE placental tissue were lower than those in
the control group, and the differences were statistically significant ( ¥’=9.696, 14.346, P < 0.05) .Compared to the early onset
SPE group, the expression levels of CD44 (0.65 + 0.17 vs 0.42 = 0.11) and CD24 (0.77 = 0.23 vs 0.58 + 0.13) mRNA in
placental tissue of late onset SPE were higher, and the differences were statistically significant (=7.830, 4.932, P<0.05).
Compared with the control group, the BMI, systolic blood pressure, diastolic blood pressure, urinary protein, Cr, LDH and BUN
were significantly increased in SPE group(=5.360 ~ 30.241, all P < 0.05). In SPE group, the gestational age was earlier, the
MPV and ALB were lower, the newborn’s birth length was shorter, and the body weight than control group, the differences were
statistically great (+=3.232 ~ 11.109, all P <0.05). The expression of CD44 and CD24 in SPE placenta was positively correlated
(r=0.698, P<0.05), the expression of CD44 in SPE placenta was positively correlated with CD24, gestational week of delivery,
MPV and neonatal birth length (=0.611, 0.639, 0.612, 0.465, all P<0.05), and was negatively correlated with systolic blood
pressure, urinary protein and LDH (r=-0.604, —0.569, —0.593, all P<0.05). The expression of CD24 was positively correlated
with gestational age, MPV and newborn birth length (r=0.605, 0.584, 0.640, all P<0.05), and was negatively correlated with
systolic blood pressure, urinary protein and LDH (r=-0.637, -0.593, —0.561, all P<0.05). The results of logistic regression
analysis showed that MPV (95% CI: 1.429 ~ 4.350), urinary protein (95% CI: 1.529 ~ 2.709), and LDH (95% CI:
1.425 ~ 3.932) were all independent risk factors for SPE (all P<0.05). High levels of CD44 (95% CI: 0.561 ~ 0.940) and CD24
(95% CI: 0.495 ~ 0.814)were independent protective factors for SPE (£<0.05). Conclusion The low expression levels of
CD44 and CD24 in placenta of SPE patients are independent protective factors of SPE, which can provide direction for the
follow-up treatment of SPE.
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TR i 5] (preeclampsia, PE) J& f5 1@ & 114 1.1 AFzst% HEEL2019 4E 6 A ~ 2022 4F 6 ATE

I e ML R PG 2 —, TEAENR 20 B JE R, KA
TE 2% ~ 8% MRt v M, T 1T 1 (severe
preeclampsia, SPE) f& PE BN I, K%
Zyh 14.20%, 7™ 5B 22 10 R TR LA £t B B
BT H AT X SPE 1Y A& 5 ML 6 AN I, 7RG K b
SPE [BiiA &~ E Bk . HIkdR 55 SPE A ¢
A bR SPE I RIS T $ BERT A9 1ol
5T W, PE &4 BpPEMA B Y. 40 2 i s g
WS H T (cell surface transmembrane glycoprotein
molecules, CD) 44 Z—Fh5E 80 ~ 90 kDa 4l
RGN 2, 5 A oA R S e R ) A A
R AR REAT S AL R 2 OCH 2, R IS A
TR AR 22 A P, CD24 2 —Fhan Bt 43
T, ST SR A RS M I SR A G, R R
I CD44, CD24 (k35345 = FITEFLIRE B B PUS
RNEFEYIMK D, HAT, CD44, CD24 1E SPE H11y
WA HiIE . L, AWF5EE R SPE B35 i
#4414 CD44 mRNA, CD24 mRNA & & (4 # ik
K-, T &% SPE Ml RIZ PN .

1 #REFE

W T 58 — N RBE B3 5 ™ 4 i i SPE [,
MR RS RG], HE— 20 o 5 & 7% SPE
g (ZEik < 34 JH, n=45) R L SPE 41 (2%
> 34 8, n=55) . WAFRUE: OFFE (Rl )y D
W1 SPE WIS WitnifE; QiE ATk @ HRZ

HEBRARAE: OFFAALYe . s . MIRTE RGN
QI KNI s @Ik, I BT RER T
Hi; @I RIS E WY R AL IR ZIEH
PRI R = K E 100 (9] g % B2 . SPE 414F i
23 ~ 49 %, BMI N 20 ~ 36 kg/m®, 43122 JE
32 ~ 40 JH . XTHRAIAE#RY R 23 ~ 48 %4, BMI A
19 ~ 34 kg/m®, ZMZJEN 31 ~ 39 Ji. P4LR4E
BT EEE R (1=0.314, P> 0.05) , AL
PE. Wil BMI Ao e 22 i 22 5 B e it L
(£=5.360, 3.232, ¥JP < 0.05) ., A5 AP
RS, IR 2 5 E s R .
12 M2 5XFA  TRIzol k7. PCRIXHF & (fi
[ Qiagen v ) 5 Wit & ( HA TaKaRa 28
Al ) 5 POtE fE PCRAY (2 [E ABIZAH] ) ; 48011
RT-PCR %%t (Roche, Basel, Switzerland) .



WAL I E e 45398 4518 20244F 1 J1 T Mod Lab Med, Vol. 39, No. 1, Jan. 2024 45

13 7%

1.3.1  SERF986E f# PCR (qRT-PCR ) #1lll CD44
mRNA, CD24 mRNA ) % ik K. WF 58 & 76 51
B 77 I S BB TR A AL K iR AL, MR AR R
[F{ EACERZHi 2] lem x lem x lem BYZHZE, A
Y& PBS k¥ IfIL Y i —80 G, {i ] TRIzol i
FIMAL FRAFIRAS W 2 2P R LR RNA, i —2F
SV 5% o TR Apgonm/ Aosonm FLFELAPEAL RNA JT

M2l EHEE I RIEA R E T, {4 H 48011 RT-
PCR R4 # 17T qRT-PCR 437, LBRAITF : 95°Ci
TT—RWIHATEFR (30s) , SRS 95CHEFR 55 Kk (4
W 15s) , 60°CHEFF 20s, 72°CHEH 15s. L GAPDH
KNS, FEEMCFES LR 1. V4R F CD44
mRNA, CD24 mRNA FYAHXF F kB8R 2744 Jr
AT

x1 qRT-PCR 5|41 5351
FER A FR iR ZL7] TS
GAPDH 5"-AGCCACATCGCTCAGACA-3’ 5°-GCCCAATACGACCAAATCC-3
CD44 mRNA 5-CCAAGACACATTCCACCOCA-3 5"-GCCAAGAGGGATGCCAAGAT-3’

(D24 mRNA

5’-CCCACGCAGATTTATTCCAG-3

5’-GACTTCCAGACGCCATTTG-3’

1.3.2  HyEdlZ2Ub2#ill CD44, CD24 13RIk

K e 58 L 44k 243K 7 & ( DAKO Corporation,

USA ) ¥illl CD44 il CD24., Z:H83CHik [6] X e o ik
f7iF4h. CD44 mRNA, CD24 mRNA & [ 3 ik 7K
I BHPEAN M & 20 Fo RN 20 B Y (5 B Y S A1 A 1k
FFEF4Y: 200 1585 F e 5 ANLEF, DIAR S (ks
GRS BHE bR, BHPEAII A 4 U5 0 (8
PRSI ), 170( < 5% PRI ), 2 750 (>5% ~ 25%
YRGB ), 390 (>25% ~ 50% AL (aBHYE ),
453(>50% AAE YL BAYE ) e s PRI 1 (IR
W), 24> (EEAEE) M3 (Bl6) . A
BAHBWREARR S, >3 7 0N < 3 5 M.
133 IGRGORMLEE . O—MTERl: anaris . R
WIRE. L RERE . SR I @5
I AEbR: W /dRaHE (PLT) | P340 /v i

AR B RBTRSE

1.4 %itFE a4 % SPSS25.0 #/ %t Bl kAT
GiiteF b, HECREILL n (%) For, 4
285 fFEIESSfmIT R RS « b5
M2 (xxs) Fon, A ERH RE; kA
Pearson 74341 SPE & ZH 41 CD44, CD24 %31k
R 5l RFFAE AR SR Z &K Logistic B4
MY SPE SR 2 L P<0.05 A S A 51 #E X
2 #R

2.1 CD44, CD24 f= SPE 4015 x+ #8480 5 % 40 42
mRNA A& @ e kil WE2, & KKair, M
BT B 4L, SPE 45 % 20 21 P CD44 mRNA,
CD24 mRNA [ERIEACF K, 2R B A5
B (P<005) . REdgfbr e asi LR,
CD44, CD24 7£ SPE iR f4H4irh 2 B IR INEL

H(MPV) | 24h EE R, RHZLER (TBIL) | SPEMERR, MfEX A 2R ENRE, Bl
A EREFE B (AST) | NEREIEHE B 25041, SPE G#E4141% CD44, CD24 BHYE R
(ALT) . {5 (ALB) | JLEF (Cr) . FLERM TXRAL, ZREASIHEY (P <0.05) .
A (LDH) . JREZ (BUN) ; #HAEJLMER .
=2 CD44, CD24 #£ SPE A SXJERARREHALF mRNA REAMNFRIEER x£5, n (%) ]
| XFIR4L (n=100) SPE 41 (n=100) 1t P

CD44 mRNA 1.02£0.33 0.550.12 13.385 0.001

(D24 mRNA 1.05£0.11 0.68 £0.19 16.853 0.001

CD44 PR 63 (63.00) 41 (41.00) 9.696 0.002

CD24 PR 75 (75.00) 49 (49.00) 14.346 0.001
22 RFZ# SPE &AM L F CD44 mRNA, 2 KB oy M AN 22 0 A, AT X R AL, SPE

CD24 mRNA & ik K-F sk 2 K500, FHEL
TR M SPE 41, Mk SPE 4l i #4141 CD44
mRNA (0.65+0.17 vs 0.42+£0.11) , CD24 mRNA
(0.77+0.23 vs 0.58 +0.13) HYFRIEKFE LT, 2
SHASFE X (:=7.830, 4932, P < 0.05) .
23 SPEZL5sfmals R4FiEng b L 3,

40 BMI, Ug4sHe. &F5kE. JREH . Cr, LDH Al
BUN ¥7t, 25 BAGIFE X (P <0.05);
SPE 4 /3 Wi 2 A 48 . MPV, ALB %%, #r4 L
WA B KB RTEERIT R, 2578
ittt E Y (¥ P <0.05) . MHHRER. 26
¥IF*. PLT, TBIL, AST, ALT. i LM% 2%
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S EMNEES. < 0.05) . F7KF- CD44 (95%CI: 0.561 ~ 0.940) ,
%3 SPE 48 .5 %4 BB 4H Il FRAFHE A bk 382 CD24 (95%CI: 0.495 ~ 0.814) 42 % 4 SPE 1y 2t
25 KR (n=100) SPEZ (n=100) tff P SARPHE (P < 0.05) , W#ES,
W (%) 33495841 3299:958 0314 0754 F4 BRRAL CD44 mRNA, CD24 mRNA KF5
, s PR ]
BMI (kg/m’) 2563462 2893407 5360 0.000 SPE B I FRASAE R AR LS AT
CD44 CD24
MR () 3822£583  3534:674 3232 0.000 3]
R r P r P
M (%) ] 35(3500) 48 (48.00) 3481 0.062
BMI ( ke/m’ 0172 0451 0118 0637
SPHE (mmHg)  74.16+1044 10278+ 18.87 13271 0.000 (kgfn)
i ZafE 0639  0.000 0605  0.000
Wi (mmHg)  118.02£2248  159.87+26.61 12.014 0.000 IR )
FiE (mmH 0318 0.065  -0289 0219
PLT ( x10L) 166112548 165.05+27.32 0284 0777 FFKIE (mmig)
% (mmH 0604 0000  -0.637  0.000
MPV (f1) 8914235  7.69%224 3758 0.000 Vit (mmile )
MPV (I 0612 0.000 0584 0.000
JRE (g24h) 0 274073 30.241 0.000 ()
J§ /24h -0569 0000  -0593  0.000
TBIL (pmoll) 7424209 691211 1717 0087 KA (g24h)
ALB (gL) 0446  0.067 0411 0072
AST (U/L) 2300742 2500736 1914 0.057
Cr (pmol/L) -0071 0766  -0325  0.163
ALT (UL) 1500442 1600+526 1455 0.147
LDH (U/L) 0593 0000  -0.561  0.000
ALB (g/L) 3723468 3185451 8278 0.000
BUN ( mmol/L) 0197 0428  -0009 0988
Cr ( pmollL,) 4639+1026  6885+11.78 14377 0.000
LA EK (¢ 0465  0.041 0640 0.000
LDH (U/L) 211.95+70.02 339.04+ 11178 9.635 0.000 HEJUBESK (em)
; [ 0435 00358 0.198  0.404
BUN (mmoll.)  338+092  597+174  13.159 0.000 LI (5)
CD44 mRNA - - 0611 0.000
FELER B 60(6000)  52(52.00) "
1299 0.254 D24 mRNA 0611 0.000 - -
40 (40.00) 48 (48.00)
. y 3 itig
LA G K (em) 49771048 43051167 4284 0.000 _— e , .
. TRJEZAE NGtk . . WHhkBERE
BEIUARR (g) 3422.00£835.00 22680061800 11.109 0.000

24 J5 #4142 CD44 mRNA, CD24 mRNA 7 F
5 SPE & F s RAFieegta X o WK 4, &
Pearson 7347, SPE fiG#2HZ ' CD44 mRNA 2215
PSR . MPV, AR L AE B K BLIE ARG
(r=0.639, 0.612, 0.465, ¥ P < 0.05) ; 54
JE. JREF . LDH 27X (r=-0.604, -0.569,
-0.593, ¥ P < 0.05) . CD24 mRNA {YJ % ik 4%
M52 E . MPV, BrA LA B K R IE A G
(r=0.605, 0.584, 0.640, ¥ P < 0.05) ; SU&ilk .
JRAEH . LDH £ 7iAH5¢ (7=-0.637, —0.593, -0.561,
BIP<005) .

2.5 SPE ®al &) % W& Logistic @254 LA
A/ LML SPE (K =0, j2=1) NHEAER, Pk
2, £4 P <005 MHEEBMI, s, &k
JE. W4 k. MPV, JR#E H, ALB, Cr, LDH,
BUN. #iE LA B &K B JLiRE . CD44 i
CD24 /K ( HARME ) b A&, #E1T Logistic [l
VA58, G5 oK, MPV (95%CI: 1.429 ~ 4.350) ,
PR (95%CI: 1.529 ~ 2.709) , LDH ( 95%CI:
1.425 ~ 3.932) ¥J& & 4= SPE Ihsr Gl N2 (P

IRE— Z BN A, AT —IR7 H R R 25 BLAT O
W B AE M Rt e ¥, FaTH (PE) J24E
ORI B WO ARE, TR (SPE) &
PE Zig i "™ A 0 P LR Em R 4 B /N ik
AR TR S D R, E—25 B
B M. RS LA AN A T BRI ) R
ZUA SN VERZ IR, 2B T
FEHZE P HET SPE &L i ASII G, f
FHA:= Brbr s ) W 1 © o BOs,, BlE A —LeA
YikrEYXT PE o SPE #EATHFSE, WNIMEHRIAE A,
ARG ARG . 9 A e 14, 1
P UL R, SRS REMER S SPE Y
SEE ARG, X SPE BNE B TG T HR AR 1Y
O I s i

SEIR TR AR IR B0 A A, RIE
SN A J S 7 v 3 2 4 200 I T I A O R
JHRCER PG 200 PR A M SR R A 2P i
AT 5] 2 A Wi sl b ot U5 4 i 3 i 5 S 2
53+ (CD44 ) J2—Fh iz Rk A ZE R 3+
SEMIAMEERT (ECM ) BT FE 232K, FEAAE AN
MR REZEEN, s, FKS506 456

“Hna
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FFESE 1 (FKBPL) -CD44 il B U775 PE (9 & %A1

WA OE R, AR T RIS W RNAYT

x5 #0m SPE £ 4K % F 3 Logistic V34347
95%C1
% i B SE 1 Waldy’ OR P{E
LR T

BMI 0.022 0.299 0.005 1.022 1.836 0.569 0942
G 0.132 0.208 0402 1.141 1715 0.759 0.526
FkE 0316 0313 1.021 1372 2.534 0.743 0312
e 0394 0.287 1.885 1.483 2.603 0.845 0.170
MPY 0913 0.284 10.346 2493 4350 1429 0.001
Cr 0462 0.469 0972 1.588 3982 0.633 0324
ALB 0.281 0.304 0.852 1324 2402 0.730 0.356
IK&EA 0.710 0.146 23.682 2.035 2709 1.529 0.000
LDH 0.862 0.259 11.067 2367 3.932 1425 0.001
BUN 0.124 0.177 0491 1.132 1.601 0.800 0.484
LA B 0.727 0411 3.125 2.068 4.628 0.924 0.077
B LA i 0.739 0435 2.883 2.093 4910 0.892 0.090
CD44 mRNA -0.320 0.132 5.884 0.726 0.940 0.561 0.015
D24 mRNA -0.454 0.127 12.787 0.635 0.814 0.495 0.000

CD24 7 I JIi 240 B 1 42 240 B v S s i e a8 K
-, FEVEZ 2SI NI T ) i ek R IR |
Bl R R B 2Z TR A7 A2 DG HK, DF5E & 31 CD24 KO
T /DN B P 400 e B0 O v 1 e 5 2R AR
25 0 45 B ™, SAMMAR % U9 A &% B, CD24 7E
PE {85 TP FRIAFEME, 5 PE AYGIEM Z HEREACH
Ko ASLEG & B SPE HH i £ CD44 mRNA FlI
CD24 mRNA FKik[E{%, H SPE #4141+ CD44
Al CD24 PHMERAL T X R4 ; 57K CD44 mRNA
F1 CD24 mRNA /& SPE KA py s R E, 5
R AR —E, $E/R 5 KF CD44 Fil CD24 X%if
SPE %k A MHIE . AFsEit—AE £, CD44
mRNA 5 CD24 mRNA 3£ ik 5 IF M & (r=0.611,
P <005), /8 —~HMEAEM, LFTE SPE
KAIEVER . BLAh, SPE My 49k 3l L, 17 i
jeEE T AR SE o L & B SPE R R 5 CD44
mRNA 1 CD24 mRNA [H7K-F-I T & 7 SPE, 2
7k CD44 il CD24 /K5 SPE W™ EFEEA O, 5
ONYANGUNGA %5 'S sk .3 - MPV #6114
By RAEN, S PE B Wb

ARLEG KB MPV £k T %, #/8 SPE &L
BT RAERZS . 5 iR AR Y, g,
CD44 mRNA, CD24 mRNA 5 MPV 2 HIEA X,
W 35 By nTiE o 5 R0E - AH EAE N SPE.
B RZKF- 1T 30 0 10045 P9 R 200 B 4 184 i 45 30 375
PE, B PE MK EZ — P AR5L¥H SPE
A EARKFR R, 5 SALK 5 P A S2 g 4h
—3, CD44, CD24 5 & AR ZEMMAAHKE, £

SPE & FI/KF- CD44, CD24 JINEE I P K i i

FREAIK, PEBANGRBE, 23R S

filt AR RS, LDH 5P EUHIREA: vl fh Ak P R R

e FLER, N PE, [FH7E PE &5 LDH ¥

Rehn. AS:H: SPE 45 h LDH %Kik BT, /& SPE

RS fER R, #EPRIE T EiRFIR. X

FI B SPE /4 TP ILAE N B A0 M Bty 335 10/ ] il

13 H LDH 7KF- T A 56 0 DR A 52 46 7]

fAEJ2 MK - CD44 il CD24 M1 H AR, /e SPE,

b D P EUEEHUASAER AL, 08 N B A

SRIMA SIS AUIESE T SPE M 3% i &% CD44 Fll CD24

K55 SPE A— M HORE S 5250 % FR AR Y B AH DG,

HBEARHLEA T i — 25T
Zi L rik, BE#& SPE ¥ MK, &

CD44 mRNA Fl CD24 mRNA FikACE B ARG, &

JK3F- CD44 mRNA Fl CD24 mRNA J& SPE & /L i)l

SRR, MPV, BRE . LDH /& SPE &A1Y

Mo fak N Z, 25 SPE BRI kA . (HARSLEGH

FEARERUN, SRR AA —E R, FZnH

KREEAXS SPE B BARHLHIBEATHTFE, XlilER SPE

LT T AR .
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