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SFHEPERLE R F LTS miR-133a-3p fl PTPN22 K FEIL S
P 1™ LR JE R AH OGP 20 B
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1 E: BR WAFFELFREL LF D RNA (microRNA, miR) -133a-3p, % & 85 285 55 6% B 3k 2 A A 22
( protein tyrosine phosphatase non-receptor type 22, PTPN22 ) /K-F &k bHmym /™ ERZ M AN, FiE KELMNTA
RERZ 2022 4 1 ~ 6 FMCE 89 F3 MARJE 93 38 86 IR AR, M3E R R @ AR fe = A2 B 2 5 b 8t B2 (n=41)
Ao b 4L (n=45) , B3R BET IR B4 86 #I4E A 2 pd4a, KA S uf % &€ & PCR (real time fluorescent
quantitative PCR, qRT-PCR ) % # ] & # sz & miR-133a-3p #» PTPN22 #8 %F % ik 7K F; Target Scan Human # 35 7 |
PTPN22 5 miR-133a-3p #9321 % % ; i& A Spearman 3 47 F % M58 6 7% & # fe 75 miR-133a-3p, PTPN22 Rk K-F 5
A5 95 B AR T AR R E A2 45 40 (the psoriasis area and severity index score, PASI) #F4-#948% 14 ; 47 Logistic B )3 547
FERRFREHECEREOHARE, R SaBatak, WM RE miR-133a-3p (1.85 + 046 vs 1.05 + 0.21) k&
kKT RFF %, PTPN22 mRNA (0.76 + 0.13 vs 1.02 + 0.18) KA K-FRAREAL, ZFBEALITFENL (=14.671,
10.859, 33 P < 0.05) ; S bAaza kit st& A2 &% miR-133a-3p (2.05 + 0.52vs 1.67 + 0.41) KA K-FHRHE,
PTPN22 mRNA (0.66 + 0.11 vs 0.85 + 0.15) & A RFH ZHAK, £5F AL 5FEL (1=3.780, 6.643, ¥ P <0.05) .
Target Scan Human M 357, miR-133a-3p 5 PTPN22 T4t A Eded % £ . Spearman H 47 27, T3 WARLJE 7 B4 i
miR-133a-3p 55 PASI#F %~ £ A8 % P ( 7=0.469, P << 0.05 ), 7 .75 PTPN22 mRNA 7K 5 PASI#F 45 £ i 48 % #£( r=-0.508,
P < 0.05) ; & miR-133a-3p[OR(95%CT)=2.884(1.261~6.595)] & F % M4k & 9% B4 = EH IR L e W&, M PTPN2
2[OR(95%C1)=0.562(0.367~0.860)] 4k S & H & (3 P < 0.05) . &it FFE4RE R EFH oiF miR-133a-3p £ A K
B R &, PTPN22 A kKT 4K, P45 PASI o %%t x, BAE—TAE LT R st fym B He) = 42,
KA - FEIEEENN; U RNA-133a-3p; & H I 2 MR iR i RS2 (A8 225 B ™ AL
FESES: R758.63; R392.11 XEiFRIRAD: A XE4HS: 1671-7414 (2024 ) 02-135-05
do0i:10.3969/j.issn.1671-7414.2024.02.025

Correlation Analysis between Serum miR-133a-3p and PTPN22 Levels
Expression and Disease Severity in Patients with Psoriasis Vulgaris

ZHANG Qun, LIU Jie, XIE Yanfei (Department of Dermatology, Cangzhou People’s Hospital,
Hebei Cangzhou 061000, China)

Abstract: Objective To explore the correlation between the serum levels expression of microRNA(miR)-133a-3p, protein
tyrosine phosphatase nonreceptor type 22 (PTPN22) and the severity of psoriasis vulgaris. Methods A total of 86 patients with
psoriasis vulgaris who were admitted to Cangzhou People’s Hospital from January 2022 to June 2022 were collected as the
observation group. They were separated into a progressive group (n=41) and a quiescent group (n=45) based on the area and
severity of the skin lesions. Meantime, 86 healthy individuals undergoing plastic surgery examinations were regarded as the
control group. Real time fluorescent quantitative PCR (qRT-PCR) method was applied to detect the relative expression levels of
miR-133a-3p and PTPN22 in serum. Target Scan Human website was applied to predict the targeting relationship between
PTPN22 and miR-133a-3p. Spearman method was applied to analyze the correlation between the expression levels of miR-133a-
3p and PTPN22 in serum of patients with psoriasis vulgaris, the psoriasis area and the psoriasis area and severity index score
(PASI). Logistic regression was applied to analyze the influencing factors of severity in patients with psoriasis vulgaris. Results
Compared with the control group, the serum miR-133a-3p (1.85 + 0.46 vs 1.05 + 0.21) expression level in the observation
group was increased, while the PTPN22 mRNA (0.76 + 0.13 vs 1.02 + 0.18) expression level was reduced, and the difference
were statistically significant (r=14.671, 10.859, all P<0.05). Compared with the quiescent group, the serum miR-133a-3p (2.05 +
0.52 vs 1.67 + 0.41) expression level in the progressive group was increased, while the PTPN22 mRNA (0.66 + 0.11 vs 0.85 +
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0.15) expression level was reduced and the differences were statistically significant (=3.780, 6.643, all P<0.05). Target Scan

Human website predicted that there may be a targeting relationship between miR-133a-3p and PTPN22. Spearman analysis

showed that there was a positive correlation between serum miR-133a-3p and PASI score in patients with psoriasis
vulgaris(7=0.469, P<0.05), while serum TPN22 mRNA level was negatively correlated with PASI score (=0.469, P<0.05).
Serum miR-133a-3p [OR(95%CI)=2.884(1.261~6.595)] was an independent risk factor for the severity of psoriasis vulgaris,
while PTPN22 [OR(95%C1)=0.562(0.367~0.860)] was an independent protective factor (all P<0.05). Conclusion The

expression level of miR-133a-3p in serum of patients with psoriasis vulgaris was increased, while the expression level of PTPN22

was reduced. The two were closely related to the PASI score and may to some extent reflect the severity of psoriasis patients.
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R T 9 S — P DL B 0 M R RE 92 IR 7 JER
g, HodmcR DLAIE AU T PEAR R A B e M,
A AL Gy BVERFE, HAEAT 4R B3y Ko s
SRR E I T AR B e R I 90%, AEk—
T A SR R SO 2% R E SR
FRAE I PR o5 N SIS R T s S 5k,
EHEI2 A AR EAR SR S A7 95 BB IR 41276 46
H AT IR L PP A s e ™ AR B 1 PPy £ iz
Iy FH 4R i 9 T AR K ™ B 1 F5 %K (psoriasis area and
severity index, PASI) #¥43 ™. 7#/N RNA ( miRNA )
FEIE S FEE M RNA ( messenger RNA, mRNA )
R A i AT 1) mRNA B3R 1 JE R 218 . miRNA
CHAEH R R AR . MU AE S8 545 Fh i
it R A BRI, HAFIREAE . SAE A
T BE R AT 25 miRNA By 58 Fak 47 56 B0 REfE
iff 95 miRNA-133a-3p 5 M AE . LMo . il 55
PRI I S AE 2 e FR AR DG, FF I T 4N miR-133a-
3p STHHARBERN AL . KEIEA KA.
T M 8 R B R B 32 AR B 22 (protein tyrosine
phosphatase non-receptor 22, PTPN22 ) J& [ B
PRSI e By [ L R 22—, PTPN22 it i 8
FE LA T A0 B A M 7EE 0 AN S e R gt i
KEAERA T, BAAFITIESE B, PTPN22 3N AR &
50 . BRIBERTR . REHORRAE. A
B oy Pk B IR BRI AN s RS A A % %
BEZR  AHFFY A8 i3 Target Scan Human 3 T30,
miR-133a-3p 5 PTPN22 1] g fFAE#lL [n] S5 &R, SR
HAT T miR-133a-3p, PTPN22 & 3-# PEAL B s
T LD R, ASHIFSE 283 40 DU miR-133a-
3p, PTPN22 7& -4 PR i i 2 ik /K2R 1k,
HEM /AT I3 miR-133a-3p, PTPN22 /K5 T4 1
I B R R T R P A e o
| 5 7%
L1 AR & WA M AN RBE B 2022 4
1 ~ 6 H WA A9 55 1k 4 8 i B 3 86 I 1E kWL
B, MR H A8 RRURN ™ R R L 43Oy b 4
2 (n=41) FI# LA (n=45) , [A] 1 ik B 3%

TE AR A K e B 25 86 I/ Jy Xif A 4. &R 4 4
% 21~48 (37.50+7.61) % . KT & 48 %% (body
mass index, BMI) 22.45 +3.18kg/m’. F ¥ Ji5 72
16.32 +2.51 H; XFHRAI4FEHS 20~45(37.00 £ 6.43 )%/
BMI 22.28 + 3.04 kg/m*, PH4L4EHY . BMI g, %
SIS X (=0.465,0.358, P=0.642,0.721 ).
YAFRUE: ORI A T 5 MRS 2 Bibs
e, 2% (PEEERIET ERIER (2014) ) 1
QT HEM BB E N E KL, A7 Im IR
Kb OBEEAEIT AT E . s
HYNRYT . HEBRbRE: OFF & HALEMMREE; @
JERANE . DRSS AL T RIS R AR, OfFA
FIER M RGP UL F FREEgE s OFH
FEphpens . INFIDIRE S0 & o i AEH R @ X}
ARG EIANNG HAF AN R, ORI =
SERPIZ AL,

12 MBELXA  LEPOEE T PCR (quantitative
real-time polymerase chain reaction, qRT-PCR ) {¥{#%
(HUN T H R e A BR A A, A5 7500)
JURNA 2 BURF (Trizol) ( _F 4 fo bk A 4L B}
HAMRAT, $9 R21086) , Wik kid#Hl (B%
EYRHE B A BR A E], 535 11121ES60 )
SYBR Green Master Mix( 3 viFmd YRS A R AF
795 11201ES03 )

1.3 7%

1.3.1 %% miR-133a-3p, PTPN22 Fik/KF-Ha) .
KA T AR o R RIS fit B 5 23 M e bk I
5ml, A3 000 r/min &5.0> 10 min Ji5, 2k BT &
TFREELETR, T -80°CUKA %7, miR-133a-
3p, PTPN22 2N U6, GAPDH L5 ¥ Al T i
SIFINILEE 1, SIAB TR E R (-
) PR A BR A FA . S8 Trizol 1245 & 1
4543 B BRI T A RNA, 005 Heali i F
R R0t e Sy a0 G U P A3 0 e S B cDNA, SR
qRT-PCR A% ¥ I 1fi, 3% " miR-133a-3p, PTPN22 #fl
X} ik . qRT-PCR L 2 W fR £ /& 20 pl: ¢cDNA
(50 ng/ul) 2 ul, SYBR Green Master Mix (2 x )
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10 ul, PCR L Fi#514 (10 pmol/L) 4% 0.8 ul, il
ddH,0 % 20 pl, X ER 3K, BCEFHE. 1

27 g gk (Ct MG FREIE ) 315 L miR-133a-
3p, PTPN22 mRNA (AR ik

x1 qRT-PCR 5|#1F 51
HA T3S THES 14
miR-133a-3p 5-CCCTTTGGTCCOCTTCAAC-3® 5-CAGTGCAGGGTCCGAGGTAT-3’
U6 5-ATTGGAACGATACAGAGAAGATT-3’ 5-GGAACGCTTCACGAATTTG-3’
PTPN22 5-AGGTGAAGGTCGGAGTCAACG-3" 5-AGGGGTCATTGATGGCAACA-3’

GAPDH

5’-GACCACAGTCCATGCCATCAC-3

5°-GTCCACCACCCTGTTGCTGTA-3

1.3.2 A5 B %45 #r: 7E Target Scan Human ¥
i b #E4T miR-133a-3p #817] PTPN22 A9 2E W15 B2
I3
1.3.3 PO EAR A . S TR T A B
J&i, R PASI PFo3 X} (BB T R B AT I, 4%
FESLES AR, L. FA 4 A3 x 4 B itk 1 7
K153, TRESY K IGE TR 4 A8 T AR EL ]
PRI 0~6 20 iff AT, PEERREIEE: XHa—s
i A7 aN [ R fr) 7 A & 1158 i B e
FE—T R IR G 0~4 175y, AR TEo 45
T PR 2% LA AE PE 43 A . PAST G532k 4 A8 43
PRSI, s T B AR AR A PAST B0 g O
JE (PASI =30) . HJ# (15<PASI<30) . &
B (PASI< 15) .
14 “itFodr Btz SPSS 25.0 Al
PEEAT, TR n (%) R, gL osskt
P 7 R TR ORISR + bRifEZE (X +s)
Fon, FHIBRSTARAS ¢ K6 HEA 720 [R) 3 R LR
% Ffl Pearson ¥ 43 #ff PTPN22 5 miR-133a-3p fY A
Ktk H Spearman 543 AT 5 PEAR B 9 AR A LTS
miR-133a-3p, PTPN22 33k /K5 PASI i 43 Y
Ktk AT Logistic [543 HT 5 ) 58 M 8 s 8 o
JEE AR E, P < 0.05 HESAGIHEE L,
2 HR
2.1 2% miR-133a-3p, PTPN22 Rk K-Fibdx 5
XFREZHAH EE, WES AL 1M 7E miR-133a-3p ( 1.85 +0.46
vs 1.05+0.21) KKK FHE, PTPN22 mRNA
(0.76 +0.13 vs 1.02 + 0.18 ) FIAK I BFEAE, 22
SEA G E X (=14.671, 10.859, 4 P < 0.05)
22 #RAAFeH L A FE AR R B
miR-133a-3p, PTPN22 & ik K-Frbix SR
Fo g, o R4 03 miR-133a-3p (2.05+0.52 vs

1.67 £0.41) ik K F B & 7+ &, PTPN22 mRNA
(0.66+0.11 vs 0.850.15) F kK0 i FEAK,
EREA G X (1=3.780, 6.643, 4 P < 0.05 ).,
23 #EMAFe LB FE ARG 9B B PASI
o ks dERIA T MR R R PAST Iy
(25.16 £4.23 ) & THRIEMA (1937+3.45),

ERAGFE X (6982, P<0.05) .,

2.4 PTPN22 ¥e 1) miR-133a-3p 49 & 15 & 5 &
# WL 1, Target Scan Human [ uif 751 0 45 &
7, PTPN22 5 miR-133a-3p A 8L [ 25 & i1 4, H.
2% Pearson AHOCPE/M T, PTPN22 5 miR-133a-3p 2
FRENE (7=-0.523, P=0.001) .

miR-133a-3p 3' AACUUCCCCUGGUU 5'

PTPN22 3'UTR 5' ACCCAAAGGACCAA 3'

1 PTPN22 #E[5 miR-133a-3p HIEMEBZE ST

2.5 Fw 4R gm B & i miR-133a-3p, PTPN22
mRNA 7K-F X5 PASI #4948k 2% Spearman A
KoM, FHPEAR S B 7 miR-133a-3p
5 PASI 45 2 IE A &M (/=0.469, P < 0.05) ,
1M ML PTPN22 mRNA /K-F5 PASI #4357 A ¢
Pk (7=-0.508, P < 0.05) .

2.6 47 Logistic =1 )2 47 F# AR B R &4 = &
REHZWEE WE2. UBERERETW
PEAR G e i B O A B (R =1, B
=0) , DAL miR-133a-3p (j#ELEAF & ) | PTPN22
mRNA (LA & )8 [ A8 51T Logistic [71H43#T
gE R R, miR-133a-3p S22 55 PR JE R
FEEE PR IRST fERG R 2R, i PTPN22 mRNA 2737
TR (P <0.05) .

x2 Logistic B34 F EH4RBREETERENZMEER
£ B SE Wald P OR 95%CI
miR-133a-3p 1.059 0422 6.300 0.012 2.884 1.261 ~ 6.595
PTPN22 mRNA -0.576 0217 7.052 0.008 0.562 0.367 ~ 0.860
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B R 2 — PP A 2 N T A R I A R M R R
W, TE— B BRI R AN 2%, ]
AR . IRz |k M e UL AR e
FKAEFHE VRGN, HJE—Fh o WY SRE M
FBNGIRFRIVFRIE N B2 )BT . PRI BT . Ty
LIEGRAR, FERRFNOCTT AR B e, EaR
B KA VIG5, P R s A ) Y IR R R B
Yo, PHBECERE AR, SEENH AT
K2 AME P EREILIE, IR E IR X
JUERR STV, HETIG R EN )z S
AR S SRR B Y T VA PAST RSy, i X
BRI EAL, R AA SR TG . R,
PRI R S AR 5 T AR 8 e ™ E R 1) O
., OMTECERTE . PEE R AR KO R A
e

miRNA E—FH LN 22 MR, KIRAF
E 5 BE DRSO SRAS G800, FRAR I A e mip A T
ML, HARPE &R Ay B R E CHIEN, I
FLAESAE R AR R AR 24K 11 98 i 3 [
FEIR VLB R 25 R A= bR B AR 7 S T
T HN 3z e M miRNA R T8 ek 2 i) G 2
&k & HE VR, RHEOR I & R R A Bk
SEMA, AIAE LG AR EAAAE, % miRNA Kl A
HAWers, R, EEMEEMIES, g H T
Ff g REPER . miRNA J&—Z 5 & 3G I 2 i
RNA, A] 38 3 3% 5 80 1] mRNA Fi% 22 35 3 5% i) #a 928
JLIE . JRERE R E LA A gE . e RngET N B
AT EEFARI T B e % S R A G
miRNA, F1E NS S an e LA S Al 2 5 9 h #E A T
e/, Hoh miR-133a-3p TEAEHE R AEPESS 5
Sk R G EAE . s Y BRI, 5
X HRZHAH Y, miR-133a-3p 16 M F50E B 22 BH 4 145
N7 It kKOS B R T, AR TR e T
T ML PN B A MR R BT A i R A4 E A
FH, TR 2208 AT A2 2 100457 PN K 248 A 5 s 1oz DA T 15
PN T, e AT HED miR-133a-3p 7E RAE M
TR A B R EEM/EM . H AT miR-133a-3p
FE -5 PR R ST i AR B, {H miR-133a-3p
TERE J b, A5 B Z A, AT 4D miR-133a-3p
5T B R T BB G U RER R . ARG R B,
L R AR B, WLER A M7 miR-133a-3p k7K
METE (P<005), S0, #r
20 1178 miR-133a-3p Fe3A /K- i 7h i, O ik
miR-133a-3p Z 53 HHR BRI LA . kKELR.
SRR E G R I miR-133a-3p 5 PASI 4%
TEABDCHE, SR S a AR e e ™ R A ST

fal 2, 4578 1M miR-133a-3p 520 -7 AR JE

s B IR AR, SR B DA OC
PTPN22 5 (X & T4 [ o fi% 2 R W 1R f . 43Ik

0 F 7q11.23, J& T 4032 R[5 515 S5 10 G 15 [

T, e A B R B Bk by A 2 —,

PTPN22 R4 5184 [ B B ¢, ELFh

SRAEMEE G R ¥ £k U, B RFsT R B,

PTPN22 5 [ BUBEIRG . FUBERL. A B Se i/

MU E | 4 A AE MR U S5 50 1 e R 3

YIFI G, SR PTPN22 £ 7 % B EE G AE R 5

YER, SESRIE AL B2 F el 40, PTPN22

IR Ty RE 1Y) 22 285 1 6 AN [R) 0 52 95 v % 156 N [R) 1 1

. BFsE R P, S5xA i, RGP

AR HB 1ML PTPN22 mRNA A 7K B i FE 1%

It HAE RS BRI B 2 B rh i B o,

PTPN22 3K 2635 5 Mex-SLEDAI 1143 & 1 A G,

FUHPEAL PTPN22 mRNA JE K 18 T A4 BY T

M EA ™ HRIG S R AL RIERE, |

AT b R R R B — B A B R, X

SRS A ARl FEAM R LB, WG T

PTPN22 mRNA b7k @ E LT X a4, JF R

ZH 1ML V& PTPN22 mRNA 3% 35 7K 37 B @ AIK F # 1k 49

4, RS HEEERN LR T, PTPN22

TR R FEPLR I FAE . =5 PR e AR 3 T

PTPN22 mRNA 7K 55 PASI -4 & fkf e, 2

7 PTPN22 mRNA kK- REAIG, Ji 17 7 P bk ™ o

M7 PTPN22 mRNA & 520 S5 MR g i

FER AT AR R, F W] PTPN22 78 395 A B

T R FEE TR, ATREINGREE AR R,

TE— PR L S B e SRR . AR — 2

A WA B2 4 B s PTPN22 5 miR-133a-3p

HEEANLE, TR C R, RUTEFHPEE

JE 9 B T miR-133a-3p S # 35, PTPN22 £ 1%

ik, WE AR MVE AR A R i & R -

HOPEER E I ) e R SR i A LA
i BTk, SR AR JE R E P T miR-

133a-3p F ik /K 5 % FH 5, PTPN22 mRNA Kik

AR ERRAL, 5T AR S R %)

A, $KTM miR-133a-3p, PTPN22 £ 5 F-H AR E

I R HE R R B BB R R ML R R ABIFSR
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