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Abstract: Objective To investigate the correlation between serum microRNA (miR)-27a-3p and homeobox C6 (HOXC6)
levels expression and coronary artery disease in patients with hypertension complicated by coronary atherosclerotic heart disease
(CHD), and provide some references for the prevention and treatment of hypertension complicated with coronary heart disease.
Methods A total of 246 hypertensive patients accepted by Beidahuang Group General Hospital from June 2021 to June 2023
were collected as the study subjects, with 129 hypertensive patients complicated with coronary heart disease as the concurrent
group and 117 simple hypertensive patients as the non concurrent group. Quantitative real time fluorescent PCR (qRT-PCR) was
applied to detect the expression levels of miR-27a-3p and HOXC6 in serum. Spearman method was applied to analyze the
correlation between serum miR-27a-3p and HOXC6 levels and coronary artery disease in hypertensive patients with coronary
heart disease. Multivariate logistic regression was applied to analyze the influencing factors of hypertension complicated with
coronary heart disease. Receiver operating characteristic (ROC) curve was applied to analyze the predictive value of serum miR-

27a-3p and HOXCG6 levels for hypertension complicated with coronary heart disease. Results The course of
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hypertension(6.69 + 1.35 <& ), total cholesterol (TC)(5.96 + 0.86mmol/L) and low-density lipoprotein cholesterol (LDL-C)
(3.36 £ 0.51mmol/L) in the concurrent group were higher than those in the non concurrent group(5.87 +1.32 % |
5.42 + 0.67mmol/L, 2.98 + 0.48mmol/L), the serum levels of miR-27a-3p(1.35 £ 0.34) and HOXC6(1.29 £ 0.33) in the concurrent
group were higher than those in the non concurrent group(1.06 +0.23, 1.03 +0.25), and the differences were statistically
significant (=4.808, 5.454, 6.001, 7.755, 6.911, all P<0.05). The expression levels of miR-27a-3p (0.54 = 0.13, 1.19 + 0.31,
2.18 £ 0.55) and HOXC6 (0.47 + 0.12, 1.12 + 0.31, 2.13 = 0.52) in mild, moderate and severe groups were gradually
increased, and the differences were significant (F=191.026, 191.026, all P<0.05). There were positive correlations between serum
miR-27a-3p, HOXC6, and SYNTAX scores in patients with hypertension complicated by coronary heart disease (r=0.563,0.517,
all P<0.05). Serum miR-27a-3p [OR(95%CI): 1.627(1.177 ~ 2.248)] and HOXC6 [OR(95%CT): 1.715(1.069 ~ 2.750)] were
independent risk factors for hypertension complicated with coronary heart disease (all P<0.05). The combination of miR-27a-3p
and HOXCG6 levels had an area under the curve (AUC) of 0.896 (95%CI:0.851 ~ 0.931) for predicting hypertension complicated
with coronary heart disease, which was superior to their respective individual diagnoses (Z=2.133, 2.815, all P<0.05).
Conclusion The serum levels of miR-27a-3p and HOXC6 in patients with hypertension complicated by coronary heart disease
were increased, which was closely related to coronary artery disease. The combination of the two has a high predictive value for
hypertension complicated with coronary heart disease.
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A, 4R R 147.52 + 15.03mmHg, 57 3K Hk 94.58 +
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KEA-TR100) .

13 F#

131 2B 9 9% & & PCR ( quantitative real time
PCR, gRT-PCR) #4651 1M iE miR-27a-3p F1 HOXC6
K RAEFA B ES KN4 ~ S5ml, L
3 500 r/min #.0> 8 min f7, B HUME & T -80°C UK
4fiB7E. miR-27a-3p, HOXC6 KN U6, GAPDH

iE. TUES W)Y W 1, $E B Trizol i57 & 15
BH 154 B B ILIM 37 5L RNA, 2 830 5 0] 2015
A 45 3 5 5% 45 % cDNA, i il PCR U6 rf 75 v
miR-27a-3p, HOXC6 #1Xf & ik, KN 27 3 40
AMEER, [ 27 Jr ik (GRS EIE ) |, FFit
B miR-27a-3p, HOXC6 WA #ikhE.

x1 qRT-PCR 5| #1551
HIAH izt IR GEL]
miR-27a-3p 5-AGTGGCTAAGTTCCGCAA-Y 5"-CTCAACTGGTGTCGTGGA-3
U6 5'-CAGCACATATACAATTGGAACG-3’ 5-ACGAATTTGCGTGTCATCC-3
HOXC6 5-GOGGAAAAGAGGAAAAGCGG-3 5-AAGAGAGAGTTGTGCGGGTAGG-3
GAPDH 5-GGAGTCCACTGGCGTCTTCA-3 5-GTCATGAGTCCTTCCACGATACC-3’

132 ImRGERMCER . ORIy SR AR . ).
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P43 U o ) DOTRERR B o AR (o . BEASAREE L )
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B, tHRRLIE £ fRiERE (Xzxs) Eow,
W2 () EE 3R ) o R0 TR R AR sl H 33 n
(%) Fom, WREILERA s =HRL bH
[H] B R B R Ry 26000 (it —2B P EL R
SNK-g ¥ 46 ) 3 iz F] Spearman #:43 # & Il e %
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HOXC6 sz Wk 2. RIFARAS5IF44 TG, HDL-

C, REeIE:, ZRBIGIHFEL (¥BP>005),

Jf % 41 TC, LDC-C M il i miR-27a-3p, HOXC6

AFBREFRGTARIFRA, ERBAGI R (Y

P<005) .

F2 FWHEBELWR=HEREMFE miR-27a-3p,

HOXC6 Eb# (x£5)

FIFEA o

T (n=117) (n=129) f F
TG (mmolL) 1984026  202£027  LI81 0239
TC (mmolL)  542+067  596+086 5454  <0.001
LDC-C (mmolL)  298+048  336:051 6001  <0.001
HDL-C (mmolL.)  1.06+028 103024 0905 0367

[RER (pmolll)  341.26£35.17 34339+3625 0467  0.641

miR-27a-3p 1.06 +0.23 135034 7755  <0.001

HOXCé6 1.03+£0.25 1.29+0.33 6911  <0.001
22 REIAREEK bk B & 2 iF miR-27a-3p,
HOXC6 R-Fredx WL 3, B AL miR-27a-3p
FITHOXC6 Fik/K Pk & i T4 R4 (¢=27.129,
28.651) FIH [ (g=17.648, 18.786) , H. &
#H 1fil 3 miR-27a-3p Fll HOXC6 F&ik /K -2 b T
BEH (g=10.905, 11.378) , ERBHE %5
Y A(HP<005) .

3 RERE R E T B MiF miR-27a-3p, HOXC6 KFEEE (x+5)
T H BHER (n=36) A (n=48) A (n=45) Flg P
miR-27a-3p 0.54£0.13 1194031 2184055 191.026 <0.001
HOXC6 047 £0.12 1124031 2.13£0.52 213.542 <0.001

23 FHaeEHE S a5 B f i miR-027a-3p, HOXC6

K F 5 SYNTAX +F 56948 = 0 (5 I 6 I 5 o0
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i B SYNTAX PFo1-F- 2411570 R 26.38 +3.12 471,
£ Spearman A5G /AT s, I HE A ek 0o AR
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=0 ), miR-27a-3p( #Z7E R ) . HOXCO( FELLTH ) |
o ML PR AR L ) TC( #4745 &t ) . LDC-C( 3%

LEAe ) AR, S5 R, MY miR-27a-3p,
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ZEE Logistic EAN & IMEH R B O EHZMER

A ZE B SE Wald P OR 95%C1
miR-27a-3p 0.486 0.165 8.702 0.003 1.627 1177 ~ 2248
HOXC6 0.539 0.241 5.010 0.025 1715 1.069 ~ 2750
5 I 0.197 0243 0.659 0417 1218 0.756 ~ 1.961
TC 0.306 0.265 1333 0.248 1358 0.808 ~ 2.283
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