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WU JODBE DR o5 2 5 1L LncRNA DANCR il miR-33a-5p K
-8 38 U e 245 ) 0 A5 APL T

IA&, MNER, YA (HEKHHEMARERH ™R, Mtk 053000)

W E:. BH IRFTHE4R 4% om ( gestational diabetes mellitus, GDM ) & & i & 4k 3F 25 20 45 B 45 BR - AL 3 3 3E &
& %47 RNA (long noncoding RNA differentiation antagonizing nonprotein coding RNA, LncRNA DANCR ) . ## > RNA-
33a-5p (miR-33a-5p ) K-FFik sbdi 2 B e FURL, FiE L2021 8 A~ 2023 2 A THI K FTHEIARER
FE Ao 5 d6 154 ) GDM %4 % GDM 48, FARIEeIREE 5 5 ) BAFL A4 (n=115) R B4 A (n=39) ; B
WA 24 BV 8 4R F X 5 B 6Y 149 B4 B S F ek sf AL, ROR) 95 B 98 A€ F PCR(QRT-PCR) #& i) s i LncRNA
DANCR A= miR-33a-5p 7K F; 5% B & % # T AF 4% & (receiver operating characteristic, ROC) # £ 4 #7 & i LncRNA
DANCR ## miR-33a-5p 8 GDM ¥ = 7 B 44k 45 By 69 i, R A Pearson 48 % i 447 GDM 1~ B 44k 2 By % 5
i LncRNA DANCR, miR-33a-5p 55 #i 4% (FBG) . MM HE (FINS) | AR XG0 E &kt bl M
(HOMA-IR) #9485 1% ; Logistic 193 54 GDM & # R R4k Ao Han £, &R GDM 41 &7 LncRNA DANCR
AF (069 + 0.15) BFAE T34 (1.01 + 022) , miR-33a-5p (1.59 + 0.40) B R R4k B A £ F (2534%)
BE&E&TaEa (102 + 023, 536%) , E£FAAL%ITFEEL (1/)=14.835, 15140, 23011, ¥ P <005) . RE4e
AR £k B4 i LncRNA DANCR AR-F (050 + 0.14) 23T EHF4 A4 (0.75 + 0.18) , miR-33a-5p (2.00 + 0.58) ,
FBG (8.97+0.66mmol/L ) , FINS ( 18.63 + 1.31pmol/ml ) #= HOMAIR ( 7.42+0.98 ) 23 & T R4 A (145 + 0.26,
8.01 +0.59mmol/L, 14.32+ 1.29pmol/ml, 5.10+0.86), %FRAA L% FEL (=7.895~17.961, ¥ P < 0.05) . LncRNA
DANCR, miR-33a-5p 3 & = F B AFM GDM & 4 7 B4k 2 B 8% i 25 F & 47 (area under curve, AUC ) 45| 3 0.820,
0.819 #= 0.897, GDM R B 44k 5 B & 4 & 7% LncRNA DANCR 55 FBG, FINS, HOMA-IR £ #i 48 % (1=-0.498, -
0.513, -0.509, ¥ P < 0.05) , miR-33a-5p 5 FBG, FINS, HOMA-IR £ E#% (r=0.517, 0.494, 0.507, ¥ P < 0.05) .,
LncRNA DANCR £ % GDM & 4 f B4k 2 B 49 547 B & (OR=0.804, 95%CI: 0.693 ~ 0.933, P=0.004) , miR-
33a-5p A #Hve GDM #5 R Rladr 4 B kB % (OR=2.747, 95%CI: 1444 ~ 5225, P=0.002) , Zit GDM R R
4R 45 By # 5 LncRNA DANCR %-{%, miR-33a-5p &, =532 R 2 ERE R AR £,
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Study on the Predictive Value of Serum LncRNA DANCR and miR-33a-5p
Levels in Patients with Gestational Diabetes Mellitus on Pregnancy Outcome
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Abstract: Objective To investigate predictive value of serum levels of long noncoding RNA differentiation antagonizes non-
protein coding RNA (LncRNA DANCR) and microRNA (miR)-33a-5p in patients with gestational diabetes mellitus (GDM) on
pregnancy outcome. Methods A total of 154 GDM patients who underwent prenatal examination and delivery in the Fourth
People’s Hospital of Hengshui from August 2021 to February 2023 were collected as the GDM group, and these patients were
grouped into a good outcome group of 115 cases and an adverse outcome group of 39 cases based on pregnancy outcomes.
Meantime, 149 healthy pregnant women with normal glucose tolerance test for 24 weeks were collected as the control group.
Realtime fluorescence quantitative PCR(qRT-PCR) method was applied to detect serum LncRNA DANCR and miR-33a-5p
levels, and receiver operating characteristic (ROC) curve was used to analyze the value of serum LncRNA DANCR and miR-
33a-5p in predicting adverse pregnancy outcomes in GDM patients. Pearson correlation was applied to analyze the correlation
among serum LncRNA DANCR, miR-33a-5p, fasting bloodglucos(FBG ) , fasting insulin ( FINS ) , and homeostasis model

assessment of insulin resistance (HOMA-IR) in patients with GDM adverse pregnancy outcomes. Logistic regression was used to
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analyze the influencing factors of adverse pregnancy outcomes in GDM patients. Results The serum LncRNA DANCR level
(0.69 + 0.15) in the GDM group was lower than that in the control group(1.01 + 0.22), while the level of miR-33a-5p (1.59 +
0.40) and the total incidence of adverse pregnancy outcomes( 25.34% ) were higher than those in the control group( 1.02 + 0.23,
5.36% ), with significant differences (1/’=14.835, 15.140, 23.011, all P<0.05). The serum LncRNA DANCR level(0.50 + 0.14)
in the adverse outcome group was lower than that in the good outcome group(0.75 + 0.18), while miR-33a-5p (2.00 + 0.58),
FBG (8.97 + 0.66mmol/L ) , FINS ( 18.63 + 1.31pmol/ml ) and HOMA-IR ( 7.42 +0.98 ) were higher than those in the good
outcome group(1.45 + 0.26, 8.01 £ 0.59mmol/I., 14.32 + 1.29pmol/ml, 5.10 +0.86), the differences were statistically
significant(r=7.895 ~ 17.961, all P<0.05). The areas under curve (AUC) of predicting adverse pregnancy outcomes in GDM
patients with LncRNA DANCR and miR-33a-5p alone and in combination were 0.820, 0.819 and 0.897, respectively. For patients
with GDM adverse pregnancy outcomes, serum LncRNA DANCR was negatively correlated with FBG, FINS and HOMAIR
(r=-0.498, -0.513, -0.509, all P<0.05), while miR-33a-5p was positively correlated with FBG, FINS and HOMA-IR (r=0.517,
0.494, 0.507, all P<0.05). LncRNA DANCR was a protective factor that affected adverse pregnancy outcomes in GDM patients
(OR=0.804, 95%CI: 0.693 ~ 0.933, P=0.004); while miR-33a-5p was a risk factor for adverse pregnancy outcomes in GDM
patients(OR=2.747, 95%CI: 1.444 ~ 5.225, P=0.002). Conclusion TLncRNA DANCR was decreased and miR-33a-5p was
increased in GDM patients with adverse pregnancy outcomes, indicating both may be influencing factors for adverse pregnancy
outcomes.
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I 1% 313 4 JR 9 ( gestational diabetes mellitus,

GDM ) i VLAEARIAMEAE B, 5 SO IR AT R
W& A T IR, I R T I e .
It A v 2 i A GDM 8 AN B R AR 45 J) 119 AU
JUE, DL T KURS PRAL . 7 B 20| ARy, i
HHEARE L R AR L. A BEAR g i R 0 4%
g o A4S aE & A 4% RNA (long noncoding RNA
differentiation antagonizes nonprotein coding RNA,
LncRNA DANCR ) 5 Jif9g 20 il {= 28 FE 5 8 1A
K, Al AR S A IS S A 2 S TR BT
Wik mpla Y BEAERFSE SR, LncRNA DANCR
1 miR33a-5p MY HEAR, 1l 43540 5 5 4 A 93 24

(INS-1 40Jifd ) v miR-33a-5p 45 40 A5 1 R 1
FrEEIhEE, T E GDM R A FEVERT BT %1t
A 5% 3 i W2 43 T LncRNA DANCR, miR-33a-
5p £ GDM B & LU /b e, ST
il GDM 8 P S 5 A

1 #H5FHE

11 #resr% PEHC2021 48 H ~ 202342 A T
AT S DU RS BE e 7 K R 3 11 154 45] GDM i
# N GDM 4, 4Fiy 23 ~ 36 (30.72+497) %3
[P B VAL 24 Ji ) 70 T e i 0 16 119 149 {9 £ B
Z PR R R, RS 24 ~ 37(30.58 £4.82) %,
C SRR A BAERE S, HAE O RRE
7 oAb, MIAFRE: O GDM BETFE 12
Pl @GRS ; O — M RIEEE; @A)
JCHk s ELA IR A2 W 4 U (P 25404 - HEBR A«
DA MR AR S Q&
A U SIRH PR BRE AT DI He S5 LA AT Uk

RAEH 3 QI b B B O M # ;. @I
S MR RGN . R IR R RN

GDM #H 5% IR 2H FELR GOkt b L8 1. ML AR |

ZoFii AT 535 %0 ( body mass index, BMI) . B#JK
FFEEE . K. . R FFakE . Uik
BELLAE, ZERHREEE Y (P> 005) .

1.2 BE5HRAA  Trizol ik ( LI A YR
AHRATE) 5 Wi a (R RHE A
BT .

13 ik

1.3.1 Ifil# LncRNA DANCR, miR-33a-5p 7K - {fi]
SE: FAE GDM 2R B2 AR 000 7= 40 20 I i ik
M, %% 30 min, 3 000 r/min B5.C> 10 min, Y&
W, BT -80CHTFFREM . K Trizol i 5 M 15
X GL RNA BEATHEHC, Kl RNA 2 iR A
ali Ji 5 R i e SR i 5 G A cDNA, SR A
SEEF YA i PCR EEAG I MM 7% LncRNA DANCR,

miR-33a-5p /K-, 35 43 0 DA il -3 6 R I
2 M ( glyceraldehyde-3-phosphate dehydrogenase,

GAPDH ) J U6 AWNZ, #£51¥WIFHI 042, 1
% LncRNA DANCR, miR-33a-5p (% H % #& 3%k /K -
KR 27 A, AN 95°C Smin; 95°C
15s, 589 30s, 72°C 30s, 40 MEH.

132 KRR, EiRss /. Wi E GDM A
5P BRI RS R, 44 22 A7 BMI, 4
TS 8- 3 N RY N e/ N & O A ) A

SC AR R BE. M fE i 40 5 H (hemoglobin Alc,

HbAlc) . = H il (wiglycerides, TG) . &LJH
[ i ( total cholesterol, TC ) . L% 5 & H AHH
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fit ( low density lipoproteincholesterol, LDL-C ) .
= % B IR 8 A AH [ EE (high density lipoprotein-
cholesterol, HDL-C ) . %% i [l ## ( fasting blood
glucose, FBG) . 75 i [ & % ( fasting insulin,
FINS ) il il 5 2 HK HT 45 %0 (homeostasis model

assessmentinsulin resistance, HOMA-IR ) ,

HOMAIR=FBG x FINS/22.5., #til &4 =10 K
ILARRAT RS R, BFE RIL. RSB, Brd
LR . FiE LKA, okt E, sk
geo PR HMEN . RIS A B RS Rk
GDM #H 7 N RAra5 /i (n=115) AR 45 RH
(n=39) .

*®1 GDM A 53 RAELHTRHLE [x+s, n (%) ]
% 5 A (n=149) GDM 4 (n=154) e P
(%) 30.58 +4.82 30.72+4.97 0.249 0.804
Z5R7 BMI (kg/m®) 22.94+295 23.01£3.09 0.202 0.840
Liserddd 15 (10.07) 17 (11.04) 0.076 0.783
R <1 53 (35.57) 57 (37.01)
0.068 0.794
>1 96 (64.43) 97 (62.99)
[/ <1 65 (43.62) 71 (46.10)
0.188 0.664
>1 84 (56.38) 83 (53.90)
i (mmHg ) 122.96 + 18.41 123.16 + 18.24 0.095 0.924
EFikF (mmHg) 79.15+7.42 79.03 +8.95 0.127 0.899
SRR M RLUT 49 (32.89) 50 (3247)
0.006 0.938
PR 100 (67.11) 104 (67.53)
£2 qRT-PCR 5| #1151
HEEAT w5k TH514
LncRNA DANCR 5-GACTCGGACGCGAGTCGA-3’ 5-GTGCACTGTGCACGTGGAC-’
GAPDH 5-CTACGGACTGCTCAGAG-3’ 5-GTCACGGTACTGAGCAGCG-3
miR-33a-5p 5-ACTGGAGCTTGCCTGATCAG-3" 5-TGCGCAGTCAGCAGTAGC-3’
U6 5-TCGGCAACTGACGTCGTAC-Y 5-CGAGACAGGCTGACTGGTAC-3
14 st a4 (4 SPSS 25.0 Bkt HIP<005) .
Fro HEFRER N (%) , ARAT ;i #3 WRRAS GDM AERERLE [ (%) ]
T ?ﬁfjrﬁ: IFAﬁ}Tﬁ :&ijiqﬁ[ f/b?ﬁﬁ( X+s), % 5l TR (n=149) CDM 4 (n=154)
B A7 0 ST FEAS ¢ K 55 R 2 H TAERRTE =) 3 (200 13 (844)
( receiver operating characteristic, ROC ) [Il£& 47 P 1 (067) 6(3.90)
Ifil # LncRNA DANCR, miR-33a-5p il illl GDM & - 1(067) 5 (325)
HA REIRES ] {8 ; SR H] Pearson AHIGHE 73 Hr B LA 1(067) 6(3.90)
GDM A~ BL 4 f 45 5y #6841l 7 LncRNA DANCR, kit 1 (067) 4(260)
miR-33a-5p 5 FBG, FINS, HOMA-IR ) 4H 5614 A 0 (0.0) 1(065)
Logistic [ 4537 GDM £ # A B EF IR 45 Jay (1) 5% e EEH L 1(067) 4(2.60)
Bz P <005 hst ALt ERs BRER 8 (536) 39 (2534)

&R

2.1 #E#415 GDM 4 % LncRNA DANCR, miR-
33a-5p K -F rb 2 GDM 4 Jiil i LncRNA DANCR

(0.69 +0.15 ) /K- B FM TR (1.01 £0.22) ,
miR-33a-5p (1.59 +0.40) & ¥ FXFHAL (1.02+
023) , ZRAGIFE Y (=14.835, 15.140, 1
P<005) .
22 Y5 GDM 4R4Edk 4 B red L 3.
GDM £ AR UFIREE R (25.34% ) BAERE &R
FRHHRAL (5.36% ) , ZRAGHITFE X (=23.011,

23 GDM 2 RREIEREZ B ER £ WLk
4, RUFES A5 R RES AR . 4287 BMI, B
mﬁ%ﬁ-ﬁéi R TR, W . AT SCfk
& J¥ . HbAle, TG, TC, LDL-C, HDL-C It %%,
£ S TSAEE L (P> 0.05) - K ELZE AL
% LncRNA DANCR 7K & E K T K iF 25 R 2.,
miR-33a-5p, FBG, FINS, HOMA-IR & & i T R

ek R, =25 BEASTFEN (P <005) .
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F4 GDM EEARRIFIRERMEERAM[ (xx£5) , n (%) ]
% 51 RIFERA (n=115) ARERA (1=39) e P
il (%) 30.62 +4.95 30.78 +4.86 0.175 0.861
R BMI ( kg/m®) 22944307 23.05+2.95 0.195 0845
BRI S 3 (1130) 4(10.26) 0033 0857
(W) <1 47(4087) 10 (25.64)
>1 68 (59.13) 29 (7436) 2T 00
PR () <1 56 (48.70) 15 (38.46)
>1 59 (5130) 24 (61.54) L8 0268
e (mmHg ) 12287+ 18.76 12391 +17.94 0.302 0.763
#FikH (mmHg) 7842 + 865 79.31+8.82 0.553 0.581
IR WP RLT 38 (33.04) 12 (3077)
BT RUE 77 (66.96) 27 (69.23) 00607
HbAle (%) 1026 +1.49 1043£1.59 0605 0546
FBG ( mmol/L ) 801059 897 £ 0.66 8517  <0.001
FINS ( pmol/ml ) 1432129 1863131 17961  <0.001
HOMAIR 5.10+0.86 742098 14044 <0.001
TG (mmal/L ) 143039 1.45+0.50 0257 0798
TC (mmol/L) 453 £0.67 458071 0397 0692
LDLC ( mmol/L) 2,59+ 042 2.57+045 0252 0.801
HDLC (mmol/L.) 1212027 120£025 0204 0839
LncRNA DANCR/GAPDH 0.750.18 050+0.14 7895 <0.001
miR-33a-5p/U6 145026 2.00+0.58 8084  <0.001
24 GDM & # & R4tk 4 B ¥ m B & 49 Logistic HOMA-IR N [1 5 47 Logistic [F1I9 434 , &5 5 iR,

® oA LS,
EHEL (E=1,

L‘Jl GDM 4 1A RAEIRES
=0) JHEEHR, LI&EsE

LncRNA DANCR 25200 GDM B 3% - BT IR 45 =
ﬂﬁ{%ﬁﬁl:?z, miR-33a-5p J& 5] GDM 8 # A AT

H# LncRNA DANCR, miR-33a-5p, FBG, FINS, FERIERS AR (P < 0.05) .
x5 GDM BENREIRE BRI %Eﬂ] Logistic @Jﬂﬁ*ﬁ
A% B SE Waldy’ P OR 95%CI
LncRNA DANCR 0.218 0.076 8.240 0.004 0.804 0.693 ~ 0.933
miR-33a-5p 1.011 0.328 9491 0.002 2.747 1.444 ~ 5225
FBG 0.041 0.129 0.102 0.750 1.042 0.809 ~ 1.342
FINS 0.009 0.132 0.005 0.946 1.009 0.779 ~ 1.307
HOMAIR 0.088 0.067 1.726 0.189 1.092 0958 ~ 1.245
2.5 i27% LncRNA DANCR, miR-33a-5p #itl GDM 10 D LR DANGR
B R PR B WL 1 LncRNA DANCR, @ R 335
miR-33a-Sp HLl B A1 Ol K g0 A B, e =
GDM & 25 K EAR tqizﬂfﬁ,uﬁf’ﬁm‘c&t ht, —
221 ROC {h £k 20 Fr — 3 fil s w4 i, WLI&D 1. ﬁ* D
45 5 5 7%, LncRNA DANCR, miR-33a-5p ¥l & o
TS T GDM A RAERES SR 1 AUC &2
W24 0.820, 0.819, 0.897, Huph T AUC 4

KT & B4 Wi AUC (Z=2.017, 2.043, ¥ P
< 0.05) , #WE. AUC, 95%CI, fUE . f5
JELFE 6.

o %40 02 04 06 08 10
14550 18

E 1 1% LocRNA DANCR, miR-33a-5p il GDM
BETRITIREG FH ROC ik
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6 1% LncRNA DANCR, miR-33a-5p #iill GDM B#& A R ERE /RN E
u A Bt {E AUC 95%C1 THUREE (%) ¥ (%)
LucRNA
DANCR 0.63 0.820 0.760~0.900 79.58 76.55
miR-33a-5p 1.59 0819 0.727~0911 76.99 79.10
ZHEBA 0.897 0.826~0.968 7448 91.36

26 GDM R R 44k 4 B % & & i LncRNA
DANCR, miR-33a-5p 5 FBG, FINS, HOMAIR #
A8 % H  Pearson S M 45 Bn, GDM A~
FL 4T 0% 4% J5) #8213 LncRNA DANCR Y FBG,
FINS, HOMA-IR & i #fl 3¢ (—-0.498, -0.513,
-0.509, ¥ P < 0.05) , miR-33a-5p 5 FBG, FINS,
HOMA-IR ZiFH{2¢ (1=0.517, 0494, 0.507, ¥ P
< 0.05) .

3 itig

AEURBE PR (GDM ) J& — Fh 4T Uk iy JC W PR s
LA PR SR ] IR KO- 5 5 THR R, e Ak
TAT YR U, GDM Lot & 2 R PR e . (O
EPAE AR 0 RS m, BT RES I R ERJL. IR
R BT LR R LA IO A R R RES
Jar B M, IR AT il GDM & R HL
WRWGIER, ATFHE GDM iGI7 R . FEILA
R AT IRES R AR B 2,

LncRNA J& —F JC 8 H it 4 i 68 ) H A B
iif 200nt 1) RNA, H &% 5 5 o] 38 i 5 miRNA 38
Frift— 20 R A L R Ak, B AR A SR R
[ %t F A e M ZHANG 28 " 58 o, TiEk
LncRNA DANCR jffi i miR-125b-5p Ui % 48 JiF: #1175
RPERER A SN B . ZHANG % W #fot %
i, LncRNA DANCR i@ it ¥4 75 miR-33a-5p/X £ 4%
4 A 1 ( Xbox Binding Protein 1, XBP1 ) Jiif% ik
SECR R 275 S 0 M f i A PN B S AR 5 . AR
Y45 B 7, GDM AR 1M i4 LncRNA DANCR %
ik, HASRATIRES R B A T I ekt — L R AIR,
55 FENG % PV g 25 A — 3. 85 5 e ot
1 LncRNA DANCR, miR-33a-5p i/, 4
Hrik ol GDM % A, i B4R A5 20 7 LncRNA
DANCR 7KV TR, HA5HT miR-33a-5p 1 HI 55,
miR-33a-5p &35 T8 )G il i — & 50 JR P AE AL
GDM B A R AT URES Ry & A .

miRNA J& THE4i i RNA, HAK 5 24 20nt,
AJ RSP #E 1) mRNA (1) 3UTR X 5 2 454,
il mRNA B K H 5 M, miRNA # A R = 4%
Tt N 2595 A g AL ) R0 FRE () SRy R, A4
GDM™ ., HHiiF £ %W, miR-33a-5p 5 AHF
FERR S AN RL / A PR A S UIE R, miR-
33a-5p ik 7 A C I ) I 1 AR OC R

E— 25 5 ) R A S I R BT AR R LA R R
0 2898 1 R ek M. R4S miR-33a-5p 19 4%
Fi A I P H 2 A2 2 8 A 28506 h g Bk S,
{H miR-33a-5p 7F GDM H LI EEME ISR B = T £
123 . SUNDRANI %5 U9 gl ge 45 i s, (KR
A PG A ZH 4 miR-33a-5p #3A L. # M miR-
33a-5p F#EIA AT RE S AN RATIRES A 5. AFoTas
IR RR, ARZERALMTE miR-33a-5p 4k,
H miR-33a-5p M A R AT IRES R & . s Brilh
miR-33a-5p mFIAH WA R AT IRES R e S HE 5
T AT O, AR SR s S
miR-33a-5p 5 & 45 bR 9 A G Vi — LA UE T miR-
33a-5p Wl RBH T S SR ARG, S R HThT,
I3 GDM s e

ROC i 28 4% 5 % 1H, LncRNA DANCR i T
H T {E 0.63, miR-33a-5p ) T # K (i 1.59 2y 0] filf

GDM m;.g‘xﬁﬁiﬁﬁéi: B B H: L I-ﬁéﬁ]no skm DU

NFASLYA JIEN A1 P AL MK S 2T L T N S H AH nmy s

a4 U pEor s BLEH | GDM fR4% P, miR-33a-5p %
AN, SR GDM I i £ A% T miR-33a-5p
TR . A e — 2L R R S R AR
HEATXT AT, R AT A R A S I BEHIE LneRNA
DANCR, miR-33a-5p 7£ GDM % 45 #F J&2 rfr 11y B4k
YERIOLE] . BEAERFIT R, s M mT RE 2t — 2
| 2 A AU v ot g Al G R O e, R B
BT RE S B AR T R B T, i A
W, RS RARGS R A, MEEEE
BE S B BAET, Bk, B KT Wit 2 7
GDM B & Ik A R &SR R EEEbr. KLU
20 gy 4% B i n, HOMA-IR 854 I ASF5 451 — &
FEEEFUN GDM SR 3 IR iR AN &5 R ) 2 . ARafgE
AR AT G5 R 1Y) GDM FR 3 H I8 B2 2 %) 254148
¥R FBG, FINS, HOMAIR B 25, (HEZHE
Logistic [F1)H 7pFr gl Rtk — ik fa, &M EkdE
frFtAE GDM B E A RATIRES RsEm F & .
I H RS AN AREAR A G, s
HIFARW TR AR AL, ATRE M R A G2
RAEE— iy, SR A ZHEA R, BOEM
KR PR B 5 — A B IR AR A 9% 435 5L 0% 1 P LA
FEARTITIN 45 SR A e

Z5 I, GDM H 3 .34 LncRNA DANCR Ik #3k
miR-33a-5p F #ik, H % GDM B A R IR
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ZE IR S7 52 2 . LncRNA DANCR, miR-33a-
Sp fE TN GDM A K 4T 8k 4% 7 v A 528 3L RE,

1 A P 2o o i PR B v W, i S X R T
Hita R+ 10 GDM & # I IRES R, SR AT e
FRAETE T A BEHF LncRNA DANCR, miR-33a-5p 7F
GDM K HAS B 45 Jy v A 4500 ELAAR A oy b o) el AT
A T R F LR 2 50 0E 52
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