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Abstract: Objective To analyze the distribution characteristics of 9 hypertension drug related gene polymorphisms in the
population of essential hypertension (EH) in Xi’an area, providing an objective basis for personalized treatment. Methods A
total of 306 EH patients who visited the Shaanxi Provincial Armed Police Force Hospital from January 2022 to December 2023
were selected as the research subjects. The PCR melting curve method was used to detect 9 hypertension drug related gene
polymorphisms, their genotype and allele distribution frequency were analyzed, and the correlations of gene polymorphism
among patients of different genders, ages, and hypertension grading groups were compared. Results Among 306 patients, the
distribution frequencies of each gene were consistent with Hardy Weinberg equilibrium (¥°=0.153~2.941,all P > 0.05). Mutation
rates of various gene were as follows: SLCO1B1 ¢.388A>G, ADRBI ¢.1165G>C, MTHFR C677T. ADDI ¢.1378G>T, CYP2D6
¢.100C>T, ACE I/D, CYP3AS5 ¢.806-4288C>T, SLCO1BI ¢.521T>C, AGTRI ¢.1166A>C and CYP2C9 ¢.1075A>C were
77.29%, 73.20%, 56.54%, 48.37%, 50.82%, 35.13%, 29.41%, 11.76%, 7.68% and 3.43%, respectively, and CYP2C9 ¢.403C>T
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had no mutation. Comparing with patients of different genders, the mutation rate of SLCO1B1 c.388A>G genotype and allele
mutations in male group were higher than those in the female group ( *=5.221,8.237), the mutation rate of CYP2DG6 ¢.100C>T
genotype and allele in the female group were higher than those in the male group { ¥’=5.093,9.661), the mutation rate of ACE I'D
allele in the male group was higher than that in the female group ( *=6.118.8.032), with significant differences (all P<0.05). The
mutation rates of CYP2C9 ¢.1075A>C, SLCO1BI1 ¢.388A>G, CYP2D6 ¢.100C>T genotypes and alleles in the middle-aged and
young age group were higher than those in the elderly group .and the differences were statistically significant (y*=11.683,10.243;
9.003,9.803:10.617,9.931, all P<0.05). There was no significant difference in the comparison of other genotypes and alleles
among different gender and age groups and in the frequency of genotype and allele mutations among different hypertension
grading groups ( x’=1.321~7.733,1.031~5.198 all P>0.05). Conclusion The distribution of gene polymorphisms related to
antihypertensive drugs in the Xi’an area was related to the gender and age of EH patients. Thus, the genotype testing of

antihypertensive drugs may have important guiding significance for personalized medication treatment of EH patients.
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0304 0554
AC 14(6.83) 7693 1008 0914 14(3.41) 13.47)
cc 0(0.00) 0(0.00)
SLCOIBI  e521T>C T 155(75.61)  83(82.18) T 35787.07) 183(90.59)
4665 0.098
1C 47(22.93) 1701683 3061 0110 C 53(12.93) 19(9.41)
cC 3(146) 1(0.99)
SLCOIBL  C388A>C  AA 11(5.37) 8(7.92) A 81(19.26) 58(28.71)
8237 0016
AG 590878) 424158 5221 0039 G 329(80.24) 144(71.29)
6C 1356585  51(50.50)
ACE D i 79(38.54) 55(54.46) I 247(6024) 150(74.26)
802 0018
D 89{43.41) 4003960) 6118 0056 D 16339.76) 52(25.74)
DD 37(18.05) 6(5.94)
CYP2D6  c.100C>T cC 63(30.73) 20(19.80) C 22005366) st
CT 04(45.85) 414059 5003 0041 T 1904634) 1215990) '
T 43(2342) 40(39.61)
ADRBI  cl165G5C GG 11(5.37) 2(1.98) C 11327.56) 51(25.25)
3642 0.887
6C 01(44.30) 474653 2971 0863 C  297(72.44) 151(74.75)
cC 103(50.24)  52(5149)
c.806-
CYP3AS cC 109(53.17)  47(46.54) C 293(7146) 139(68.81)
4283C>T 1232 0539
cr 75(36.59) 454455 L1003 0664 ¢ 90854 63(31.19)
T 21(10.24) 98.91)
ADDI  cI378GT GG 50(24.39) 21(20.79) C o 207(5293) 99(49.01)
0993 0615
GT 1I(57.07)  57(5644) 1523 069 T 19347.07) 103(59.99)
T 38(18.54) 23(2.77)
MTHFR  C677T cC 50(24.39) 12(11.88) C o 19204683) T4(36.63)
3642 0.161
Cr 02(44.88) 504951) 3103 0281 T 218(53.17) 128(63.37)
T 63(30.73) 39(38.61)

ARB EZYIER TE & - ME Bk E - BFER
% 4t (renin angiotensin aldosterone system, RAAS) ,
LA A2 15 LT afn 45 B 5k R T 45 4 1 =X & HE
FEAE M. AGTRY B [A 4 i i 45 sk &8 11 -1 A 52
1k, FE 455 % RAAS , AGTRI(1166A>C) % 't
RAFLTHE 20 5 2R 8 & W BURPE, B9 R &
ER. ARB 28 F 2l i CYP2C9 K 4 ih (74 J1F ik

£ i €o 35 P450 2C9 fRi, AL W ARG M /16
PR AV, I AR ARB 251
[ T3k, AWFITIESE, 5 AGTRI (1166A>C )

WW RS M, ARB 2R M2 &V e
DLYB I WM A1 MM A 3 B s A 1 o g 35 1,

CYP2CY v 55, 2 78 {5 v 1M FR 58 3 283 /0 10 24 0y 1
FHAURAE AR ™1, AR o 6, P X EH ¥



94 B ISEYZE 539% H3M 202445 H

J Mod Lab Med, Vol. 39, No. 3. May 2024

AGTRI c.1166A>C, CYP2C9 c.403C>T , CYP2C9
¢.1075A>C, SLCO1BI1 ¢.521T>C %t [A 55 7% §ii 4%
%, ZWIRERIFHFXT ARB 222K 5254
YEH B B ACT-AE IE G, nl R B2 7]
BT ASTRE 5] 5 7 SLCO1BI ¢.388A>G F£[A
R R S B PR e R i T Aot SRS Bl
#H 4F CYP2C9 ¢.1075A>C, SLCO1Blc.388A>G 4k
B 28R R m TE A2, $2 7 I IR 1= U 7 fif ] ARB
HKMEIEZ s, MEX BERE . hEERE

&3

SLCOI1BI1 ¢.388A>G, CYP2C9 c.1075A>C 3 A fif
BRI, EASEEME, ARB KRR aYH
LV ES B 25 %) s 1 2 F 2y 3L 52 3 SLCO1B1 £

R ZBENEm, mie iy A SV EE R
M) 12 25502 ) CYP2C9 HE[H £ S v 5
Wi, AR AEAEAN ] e 4. B VG 28 i K I A AT
Fil ARB 5[ R 25901, L & FR I B 4 SLCO1BI

¢.388A>G, CYP2C9 c.1075A>C H[FE i i,

Y R
R 4E E P FE 25 A X B ESAE 5 5 [n(%)]

b7 1k 2

FEEA gzl

L

GRS |

2

BRI 2Ag (n=217) (n=89) X P ZH (n=217) (n=89) ‘ d

AGTRL  cll66ASC  AA 185(85.25) 74(83.15) A 40209263) 163(91.57)
AC 32(14.75) 15(1685) 1328 0747 C 32(1.37) 15(8.43) 126074
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AGTRI  cl166A>C  AA  72(84.71)  43(8431) 144(84.71) A 157(9235) 94(92.16)  314(92.35)
AC  13(1529)  8(1569)  26(1529) 1283 0865 C  13(7.65)  8(7.84)  26(765) 1B 0
CC 0(000) 0000  0(0.00)
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AC  6(7.06) 4784  11(647) 1023 0459 C  6(353) 4392 11324 ML 08
CC 0000 0000  0(0.00)

SLCOIBI  ¢521T>C TT  65(7647)  39(7647) 134(78.82) T 14987.65) 90(88.24) 301(88.53)
TC 192235 12(2353)  33(1941) 2037 0362 C  21(1235 12(11.76)  39(1147) HIO0 08
CC L1 00000  3(177)

SLCOIBI  e388A>G  AA  6(7.06)  3(5.88)  10(5.88) A 402353 24352 75(22.06)
AG  28(3294) 18(3529) 55(3235) 3432 0259 G 130(7647) 78(7648) 265(77.94) 0B
GG 51(60.00) 30(5883) 105(61.76)

ACE D I 36(4235)  22(43.14)  T6(44.71) I 108(63.53) 65(63.73) 224(65.88)
ID  36(4235) 214118) 724235 2793 0401 D  62(3647) 37(3627) 116(34.12) oL 0
DD 13(1529)  8(1569)  22(12.94)

CYP2D6  cl00CST  CC 252941)  14(2745)  46(27.06) C  86(5059) 49(48.04) 166(48.82)
CT 364235 23(@5.10) 74(4353) 4186 0372 T  84(4941) 59(51.96) 174(51.18) i R
TT 24(2824) 142745  50(29.41)

ADRBl  cl165G>C GG 4471)  239)  74.12) G 472765 28(2745  89(26.18)
GC  39(45.88)  24(47.06) T5(44.12) 2023 0754 € 123(7235) 747255 251(7382) Y Tk
CC 42(4941)  25(49.02)  88(51.76)

CYP3A5 cB806-4288C>T CC 44(51.76)  26(50.98)  86(50.59) C 12070.59) 72(70.59)  240(70.58)
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