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Abstract: As a new generation of molecular diagnostic tools emerged in recent years, the clustered regularly interspaced short
palindromic repeats/CRISPR-associated (CRISPR-Cas) systems have been widely used in gene editing, nucleic acid detection,
and other fields. Due to its high specificity, high sensitivity, without expensive equipment, simple operation, and inexpensive
characteristics in nucleic acid detection, the Casl3a subtype has shown great potential in the field of pathogen detection. This
article reviews the mechanism of action of CRISPR-Cas13a, its application in pathogen detection, and related detection methods,
and looks forward to the application prospects of Cas13a. To facilitate future investigations on the CRISPR-Cas13a systems and
their potential in pathogen detection, this study aims to offer inspiration and serve as a valuable reference.
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