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O U 190 ey W Hs 93 2B 1S DNMT1 mRNA il
LncRNA UCA1 /K F-HRiE SUERE R C &R

BHA, ke, F ok, Feewe (ESTTEL RS TR WAEHTEE 056001)

H E: HW kNS a/E%%% (hypertensive disorder complicating pregnancy, HDCP ) # 3% fn i DNA Wi 4545
B 1 ( DNA methyltransferase 1, DNMT1 ) 44 RNA ( messenger RNA, mRNA ) . K#&3E % # RNA (long non-coding
RNA, LncRNA ) s % L % J% £ 3t /& 1 (urothelial carcinoembryonic antigen 1, UCAl ) R-F 54k B X &2, 7
R OBRIR 2021 £ 3 A ~2023 £ 8 A EHRIR AT da AR AE TR 506 49 HDCP %% 195 4 Akl 20 4k etk F4a 195 4] A &
R, KSR BT A Bl R TR AR I -4 AT 1 R AALIEAT; &2 F PCR #4m fo7F DNMT1 mRNA, LncRNA UCAL
KTy AN R 18] 45 Hy JE kA & S B (pregnancy induced hypertension, PIH ) 48, #JZ-FJRAT 4 ( preeclampsia,
PE) %0, ¥/ PE 40; #&¥% HDCP & 5 4nt R RAEIR 2 Byt DU Ay AR 45 By RAF 4 e dadR 25 B R B4R W s IR 40 Am
IR LB G IR A Ar AL IS AR, 25 DNMTI mRNA, LncRNA UCAI K-F; 4R E = &42)% HDCP & % fo /5 DNMTI
mRNA #= LncRNA UCAI K-F; WA R F &4k 4 5 HDCP &4 6 R KA A= £ L3547, #27F DNMTI mRNA #= LncRNA
UCA1 &-F; %4 HDCP &% f27% DNMT1 mRNA 5 LncRNA UCA1 #948% 4, % HDCP & F 4k B R &, «
7 DNMT1 mRNA #= LncRNA UCA1 *f HDCP # % & £ R Rk 45 By T M4E, R Sxmats, mii 4k
JE. ATRE . G @it HOR-TFA 255, 2 DNMT1 mRNA (0.72+0.18 vs 1.00£0.04 ) , LncRNA UCAI (0.61 £0.16
vs 1.00 £ 0.02) KPR ALK, 2FBA % FEL (1=40.651, 32.595, 7.837, 21.205, 33.775, ¥ P < 0.001) ; PIH
20, %% PE 4. ¥ /% PE 7 DNMT1 mRNA (0.85+0.20, 0.74+0.18, 0.50+0.15) , LncRNA UCA1 (0.77 £0.18,
0.58+0.16, 0.43+0.13) K-FIiRREAK, £2FBEA L% FEL (F=52.687, 64.030, ¥ P < 0.001) ; HDCP & % s i%
DNMTI1 mRNA 5 LncRNA UCAI £ EA% (7=0.582, P < 0.001) ; 54k B RAFLa e, JE4k4: B R B 21 HDCP
EEREEG, KEE, AFRE, 9@l KK FHEFA S, &% DNMTI mRNA (0.80+0.20 vs 0.59+0.15) ,
LncRNA UCA1 (0.72+0.17 vs 0.43+0.14 ) K -F 8 2 BAK, £ 573 BF %3 3 & 5L (1=18.386, =2.615~12.290, 3 P
< 0.05) ; ¥ % PE[OR (95%CI) =1.708 ( 1.193~2.445) ], k4% [OR (95%CI) =1.495 ( 1.090~2.049 ) ]. 477K/ [OR
(95%CI) =1.621 (1.076~2.442 ) ] & %0 HDCP & & & 4 & R 4E4k % B #9 o Te B %, DNMTI1 mRNA[OR (95%CI)
=0.833 (0.725~0.957 ) ], LncRNA UCAI[OR (95%CI ) =0.796 ( 0.696~0.909 ) | 2% HDCP & # & % & B4tk 4 B o
HAFEZE (3 P <0.05) ; DNMT1 mRNA F= LncRNA UCA1 =% B A-FAM HDCP & % & £ R R A4k 2 By o i & T @ AR
(area under curve, AUC) K -F DNMT1 mRNA % LncRNA UCA1 £ Fm 45 AUC (0.926 vs 0.832, 0.844) , 27 A
At FEL (722932, 2.345, 3 P<005) . £&i® HDCP % 7 DNMT1 mRNA #= LncRNA UCA1 R-F 344k,
LSymth A2 Bk BAa%, DNMT1 mRNA #£4 LncRNA UCA1 #il 34 7R B 4EHR 45 By A 4345 TR AL AL

KRR ARORMIE M RSN ; DNA HIEE R | {518 RNA; KEEIEGAS RNA R L ROEIPTE 1; Gk
)=

RESHES: R714.246; R392.11 XEAARERD: A XEHS: 1671-7414 (2024 ) 05-047-07
do0i:10.3969/j.issn.1671-7414.2024.05.009
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Abstract: Objective To analyze the relationship between the expression of serum DNA methyltransferase 1 (DNMT1)
messenger RNA (mRNA) and long non-coding RNA (LncRNA) urothelial carcinoembryonic antigen 1 (UCA1) levels and
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pregnancy outcomes in patients with hypertensive disorder complicating pregnancy (HDCP). Methods A total of 195 HDCP
patients treated in Handan Maternal and Child Health Hospital from March 2021 to August 2023 were selected as the case group,
and 195 healthy pregnant women were regarded as the control group. Clinical data of all pregnant women were collected, and
biochemical indicators were detected 1 day before delivery. Serum DNMT1 mRNA and LncRNA UCA1 levels were detected by
fluorescence quantitative PCR. The case group was divided into pregnancy induced hypertension (PIH) group, mild preeclampsia
(PE) group, and severe PE group based on their condition. HDCP patients were divided into good pregnancy outcome group and
bad pregnancy outcome group according to the adverse pregnancy outcome at delivery. Clinical data, biochemical indexes, serum
DNMT1 mRNA and LncRNA UCAL1 levels were compared between control group and case group. The serum DNMT1 mRNA
and LncRNA UCALI1 levels of HDCP patients with different severity were compared. The clinical data, biochemical indexes,
serum DNMT1 mRNA and LncRNA UCAT1 levels of HDCP patients with different pregnancy outcomes were compared. The
correlation between serum DNMT1 mRNA and LncRNA UCA1 in HDCP patients, factors affecting pregnancy outcomes in
HDCP patients, and the predictive value of serum DNMT1 mRNA and LncRNA UCAL in adverse pregnancy outcomes in HDCP
patients were analyzed. Results Compared with control group, the levels of systolic blood pressure, diastolic blood pressure
and white blood cell count in case group were increased, while the levels of serum DNMT1 mRNA (0.72 + 0.18 vs 1.00 = 0.04)
and LncRNA UCAT1 (0.61 £ 0.16 vs 1.00 + 0.02) were decreased, and the differences were statistically significant (=40.651,
32.595, 7.837, 21.205, 33.775, all P<0.001). Serum DNMTI mRNA (0.85 +0.20, 0.74 £ 0.18, 0.50 + 0.15) and LncRNA UCAI
(0.77 £0.18, 0.58 £ 0.16, 0.43 + 0.13) levels in PIH group, mild PE group and severe PE group were decreased successively, and
the differeences were statistically significant (£=52.687, 64.030, all P<0.001). Serum DNMT1 mRNA in HDCP patients was
positively correlated with LncRNA UCA1 (r=0.582, P<0.001). Compared with good pregnancy outcome group, the severity of
HDCEP, systolic blood pressure, diastolic blood pressure and white blood cell count were increased in the bad pregnancy outcome
group, and the serum DNMT1 mRNA (0.80 + 0.20 vs 0.59 + 0.15) and LncRNA UCA1 (0.72 + 0.17 vs 0.43 + 0.14) levels were
decreased, and the differences were statistically significant (y°=18.386, =2.615~12.290, all P<0.05). Severe PE
[OR(95%CI)=1.708 (1.193~2.445)], systolic blood pressure [OR(95%CI)=1.495(1.090~2.049)] and diastolic blood pressure
[OR(95%CI)=1.621 (1.076~2.442)] were risk factors for adverse pregnancy outcomes in HDCP patients, while DNMT1 mRNA
[OR(95%CI)=0.833 (0.725~0.957)] and LncRNA UCA1 [OR(95%CI)=0.796 (0.696~0.909)] were protective factors for adverse
pregnancy outcomes in HDCP patients (all P<0.05). The area under curve (AUC) predicted by the combination of DNMT]1
mRNA and LncRNA UCAL1 for adverse pregnancy outcomes in HDCP patients was greater than that predicted by DNMT1
mRNA alone and LncRNA UCA1 alone (0.926 vs 0.832, 0.844), and the differences were statistically significant (£Z=2.932, 2.345,
all P<0.05). Conclusion Both serum DNMT1 mRNA and LncRNA UCAL levels are low in HDCP patients, which is related to
the degree of disease and pregnancy outcome. DNMT1 mRNA combined with LncRNA UCA1 detection may have a better
predictive effect on adverse pregnancy outcome.
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RIS I E9R (hypertensive disorder com-
plicating pregnancy, HDCP ) J&— 1 S 7= i fidt
K ILIEH KB BRI R, 2 & T iR ],
SeBENE IR AR R U PR HE, HDCP 53K [E
10%~16% %= AFET-H AR 90 SR, A5z
AT SEIAE 2 R R 2 W RS VERR A, 0T R
HDCP Il PRAF ST I 5 156 G R 45 Jey s i ) 0 e 2 4T Ui
4R Juh . DNA WAL 2 58 A iR B B,
TR E i P REAL TR AR 23 19 2245 HDCP & AE
3R, DNA RS20 1 ( DNA methyltransferase 1,
DNMT1) J& AR e 3 f B A R Al ek S 1]
A:+E DNA BRI | B OCHERE, = 54100
BEAAMIED), HRIKEFESH5E2MMER L
AW DA PR EL, DNMTI1 7E— A A A

7 (nitric oxide synthase inhibitor, L-NAME )
V5T WG B S A rh 3Rk Kb . KA R gt
RNA (long non-coding RNA, LncRNA ) JRi I' j7
JEERHTE 1 (urothelial carcinoembryonic antigen 1,
UCA1 ) TEMEE A& A= i 4 OB Rl i AR vh 2Rk
W5 W] LncRNA UCA1 7EMSIR . G &AL
KB RTEERES, HEEIMRAELRE, ©
JE 5% LncRNA UCA1 7£ F 9 17 3 ( preeclampsia,
PE) & 4irh iR/, 38 o ¥ ) B/ RNA
(microRNA, miR ) -182-5p X} i FF 4l il 1228 . %
BA B MREEM . {H HDCP B4 Il 7 DNMTI,
LncRNA UCA1 7K 205 S YR 45 Jo (14 5 2% v AR 1D
. T R E, AR EIERE DNMTI F 1l
RNA (messenger RNA, mRNA ) , LncRNA UCA1
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5 HDCP 835 G- U 45 )5 i AH OGP, 2 HDCP Jig 2
ML AT, I B TR0 R 4TRSS
1 MR5HE
1.1 ARz % HHEL 2021 4E 3 H ~2023 4E 8 A 1E
HBH T 1 4h (£ B2 12 3R 79 HDCP H & 195 1110 9k
WZH, Hoh AR RS 22~36 (29.58 £5.24) %, FEHIA
Jit & ¥8 %X (body mass index, BMI ) 22.54~29.23
(25.81+2.69 ) kg/m®, 43U52# & 34~42(37.45£2.26)
Ji, k. 1 & 7700, =2 E 118 il
Wy =X FE 87 4, BAIE ST 108 Bl Wik e (4
TG 1K) 138.15~164.32 (152.18 +7.36 ) mmHg,
EFIRIE (S3UEET 1K) 92.54~116.08 (103.95 +7.85)
mmHg. R 48 995 15 8 5 5] 41 53 by 4 Wi 9 s i
( pregnancy induced hypertension, PIH ) 4 (n=67) .
2% PEEPEA (n=81) M JEPEY (n=47) . ik
T[] H F B £t e 4 Wik 22 41 195 91 SR X REZH, AR 1
21~37 (28.69+5.70 ) %, j7Hii BMI 2 22.38~29.16
(25.33 £2.40 ) kg/m®, 5324 ) 34~42(37.91 £ 2.50 )
J&, A 1 81, =2 E 114 65 4
Wy HE = 8441, FHIE IR 111 65 Wi i (4
WHT 1K) 105.27~130.09 ( 119.25 +8.59 ) mmHg,
ik (J3r05%ET 1K) 64.13~88.93 (78.43 +7.61)
mmHg. 24 AbrifE: O BI41454& HDCP 2 Wikrifi
QHRITYR; GTCEAT . WML @ A RMA, ﬁF
Brdrife: OMHZGY; QZRIC A M ek —
FOoRIR S MRS ;. @M R ; @
BIgERE, TCIEARRRIC T O kK RPE RGBIA |
Pk B TG . WE PRI a5 IR A
WA . EFk IR BT, ZEREASIE
B Y (1=40.651, 32.595, ¥JP < 0.001) ; 4%,
FEHT BMI, SrUZEE . A RUE . i iR T
it X (t=1.605, 1.859, 1.906, 0.170, 0.094,
YIP>0.05) o JR0LH R IR ZH 28 3 44 25 28 G [)
B, AR ZERCHZE RS, s HDCP
BE WA RATIRES RGO GRS BILE
LR RIJVERSZR . i, JERG . TR
LA, RIE WA R AR, Ryt — 254 Wi Uk
)R R (n=122) FIUEIRES A RYL (n=73) ,
W1, SRS R R4 g, EIRESE A R4
HDCP /"B . Wik . &7k R8T,
SEAGEEL (B P <0.05), k. =T
ML, Sl )8 . sriEe . o3k 25 5 eseit
Y (P>005) .
12 BB L5RXMN 2N (BD-5180) |
4 B3 AL HTL ( Beckman AU640 ) ;3 2665
PCR (gRT-PCR) (%5 eQ164CP, FrMFMG4Y)
oAl 5 Trizol iF] . — 2Pkt i skl f & . qRT-

PCR i 7 & ( HIL 5 43 51 o4 abs9331, abs60077,

abs60088, FHEKEE LY AT ) .

13 Fi

1.3.1 AALFEFRAI . I A E e T 1 R

LS WEANE R KL 8 ml, ZyREHify, —Iradists

4 A SR AT A LA 4G 55—y Il

FEARBLOIE I, BORa i, RASASIE

AAT AT AR I T | 25 Ml . = e H
*1 TEFERE S HDCP BE IR BRI

x+s,n (%) ]

; HdRRIFH  SRARM
K H 2
x =12 ey W F
i (%) 20.16+4.96 3028+5.71 1441 0.151
J2H BMI (kg/m®) 25.88+2.82  25.69+247 0476 0.634
Rz () 3724+236  37.80+2.09 1.672 0.096
ARREC(R) 1 (40.16) 28 (3836)
0.062 0.803
=2 73(59.84) 45(61.64)
VIS IE:N HE 51 (4180) 36 (49.32)
1.043 0307
P4 71 (5820) 37 (50.68)
HDCP ™HEFE PIH 52 (42.62) 15(20.55)
BREEPE 52 (42.62) 29 (39.73) 18386 < 0.001
8 (

B PE 1475) 29 (39.73)

Y (mmHg ) 147.72£5.54 159.63 £ 10.39 10.433 < 0.001
B (mmHg) 102.55+7.67 10628 +8.14 3212 0.002
1.3.2  qRT-PCR &l fi. 75 DNMT1 mRNA, LncRNA
UCA1 K. BUEI 4 Mg, A gRT-PCR ?}zﬂt*ﬁ
1M1 % DNMT1 mRNA F1 LncRNA UCA1 7K,
PR R A Trizol 359 4 4% 101 75 & RNA, %’EHE
— 5k 3 I SRR S0 S RNA U 55 cDNA,
K qQRT-PCR &5 £ L) cDNA Wit 3 1% DNMTI
mRNA, LncRNA UCA1, GAPDH ( HZ) , 3l¥
FPo W 2, ROBRZR 26 wi, HbfdE: 7 wlily
qRT-PCR i H], IEMGIY. M54 1 nl, 12
wl 7K, 5 wlfy cDNA, TEFRZE:: 93°C 126 s;
SRIG90°C 23 's,64°%C 21's,73°C 24 s, 4+ 31 MG,
2744 vk i} 4 DNMTI mRNA, LncRNA UCAL #H

X BRI
*x2 Bk ) =2
KA Btz
DNMTI [ 5-AGACTACGCGAGATTCGAGTCGTAG-3’

Ri: 5-TTGGTGTGGCGTAGTAGTAGAAGGC-3°

LncRNA UCAL 1El: 3°-CTCTCCTATCTCCCTTCACTGA-3?
J): 5-AGTTGGGTTGAGGTTCCTGTCG-3’
GAPDH El: 5-CACCATTGGCAATGAGCGGTTC-3°

R 3°-AGGTCTTTGCGGATGTCCACGT-3’
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14 %t F o4 RHEAE SPSS 25.0 AbEEE
THETERILIAEL « fnifE2 (X xs) FoR, WAL
BORH ek s BRET 20T PIHAL, 2
PE 4, H ¥ PE 41 —dIM By LbAs, #E—Lwimthis
7 LSD-t K l; THECRBI 7 (%) o, KA
Ki5:; HDCP H:i 3 I.7i DNMT1 mRNA 5 LncRNA
UCAT1 B4 & 1E B Pearson 43 #7; HDCP £ 35 T iz
25 JR ) 52 W IR 28 FH Logistic 019 40 238 #% T
YEFRAE (ROC) il Z& 37 4t Il ¥ DNMT1 mRNA,
LncRNA UCA1 % HDCP f## &4 A BT iR4S HH
M, AHZE AN (area under curve, AUC)
AT ZHH . P < 0.05 N2EREASHFE X,
2 R

2.1 XFREAE. BB A A AL 38 AR A= 5 DNMTI
mRNA, LncRNA UCAL K -F ki WFE3, SXxf
JHEEA W oz s 1 EE S R 0 0 N A = 1R
DNMTI mRNA, LncRNA UCA1 7K F- 34 HH i B,
ZRBARGHFEL (P <005) ; EAHREE,
=HEH U 2SR A R S AR (Y P> 0.05),

F 3 TERAFGIEEL BRI MmE DNMT1
mRNA, LncRNA UCA1 KFEELE (x+s5)

oyt S 2
A (XIQ¥§sﬁ> (i%?) or

P (X 107L)  8.03+134 949223 7837 < 0.001

FUHRERE (mmol/L)  411£1.02  400£096  1.097 0273

SHEHW (mmol/LL)  1.55£029  1.60£036 1510 0.132

SR (mmol/LL)  5.05£057  5.11+063 0986 0325
DNMT1 mRNA 100£0.04  072£018 21.205 < 0.001
LncRNA UCAL 100£0.02 061016 33.775 < 0.001

22 RE = %42 HDCP %% fi4 DNMTI mRNA,
LncRNA UCA1 K Frbi W4, PIHAH . BE
PE 4H. # J¥ PE 4 Il % DNMTI mRNA, LncRNA
UCA1 JKPARIKFEAL, 2R BAGIT#EX (B P
< 0.05) .

2.3 HDCP & # fo 75 DNMTI mRNA 5 LncRNA
UCAI 8948 #2254 Pearson 7341 & ¥, HDCP
BE M DNMT1 mRNA 5 LncRNA UCA1 £ 1A

% (r=0.582, P < 0.001) .
R4 AREEEFRE HDCP £2:EMiE DNMTI mRNA,
LncRNA UCA1 7K FELE (x+5)

PIHA HEPEA FfFPEA
i
H (1=67)  (n=81) (ned1) o F

DNMT1 mRNA 0.85+0.20 0.74£0.18° 050 £0.15" 52.687 < 0.001

LncRNA UCAL 0.77+0.18 0.58£0.16" 0.430.13" 64.030 < 0.001

7 5 PIHALER, =3.519,6.795, 10.155, 11.075, # P < 0.05;
b HEAHE PE 4 AL, =7.715, 5.463, ¥ P < 0.05,

24 KR ek 25 B HDCP & % A AL 35 4% Fo o &
DNMTI mRNA, LncRNA UCA1 K-Fibix L35,
SRS R R g, TR A R4 A 4T
BOKSEI] B FFE,  IfL % DNMTI mRNA, LncRNA
UCAL KT BIEE, Z2REA5SIFE X (3
P <0.05) ; WAHMEE, =BHMm., 258 ikEE S
Tegeiterm L (P> 0.05) ;

x5 AEHRER HDCP B& 4L IEFRHILE DNMT1
mRNA, LncRNA UCA1 7KFEEEE (x+s)
5 K IR R
RAFH(n=122) RRA (n=73)
AR x 107L)  9.16+2.04  1003£2.56 2615 0010
MUHEE (mmolL)  403+£101  395:088 0561 0575
SEEHI (mmolL)  159£037 161033 0380 0.704
MG (mmol/LL) — 5.07+0.62  5.18+0.65 1177 0.240
DNMTI mRNA 080£020  059:0.15 7757 < 0.001
LncRNA UCAL 0.72£0.17  043£0.14 12290 < 0.001

2.5 HDCP & &Rk AW Hm B Eot W
6. LA HDCP M # & A kAN RAEURES J5 A AR
(REA =0, KE=1), ¥ HDCP "HERE (PIH=
0, %2J¥ PE=1, ®J¥ PE=2) . WZi/k (SZifE ) |
EPok R (SSIME ) . A 40 B R CIzIifE ) |
DNMT1 mRNA ( SZiM{E ) . LncRNA UCA1 ( SZ{E )
VE R (A8 i i ~7 2 & Logistic B4 4T, K H
BE PE. WiHiE . 75K 2 HDCP & & EA
BAFUREE R Gk 2, DNMT1 mRNA, LncRNA
UCA1 &2 HDCP 35 A A AN R AR IRES R O 4
HZ (P <005) .

R6

HDCP BEEIREBHIZME RO

E-3 B SE Wald P OR 95%CI
I PE 0.535 0.183 8.557 0.003 1708 1.193~2.445
Em 0.402 0.161 6.238 0.013 1.495 1.090~2.049
Frik I 0.483 0.209 5.341 0.021 1.621 1.076~2.442

S A 0.232 0.149 2439 0.118 1.262 0.942~1.690
DNMTI mRNA -0.182 0.071 6.623 0.010 0.833 0.725~0.957
LncRNA UCAI -0.228 0.068 11.258 0.001 0.796 0.696~0.909

2.6 27 DNMTI1 mRNA, LncRNA UCA1 % HDCP

Bk KRR R AR B G TANE LK1, &
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7. #HIM3 DNMT1 mRNA, LncRNA UCA1 Tl
HDCP & &4 AN RIEIRSS Ring ROC i<k, &
ifil % DNMT1 mRNA, LncRNA UCA1 f1 — & B &
T HDCP (834 & A A RATYRZS R i) AUC 2351
0.832, 0.844 i1 0.926, — #%I¢4 Tiill HDCP H %
) AUC K T° DNMT1 mRNA & LncRNA UCA1
PFHM ) AUC ( Z=2.932, 2.345, P=0.003, 0.019) .

& g

0.8 UDNMT1 mRNA
%LmRNA UCA1
B — e A
e - =
g 0.6 o Z}%%
5 04

0.0 0.2 0.4 0.6 0.8 1.0
1- 455
E 1 Mm% DNMT1 mRNA, LncRNA UCAL1 il HDCP
BERERBITRE B ROC MLk
3 g

i 4ttt S HDCP ZE T i A A i A s
HDCP AU G L PR S5 A RAEYRES SRS, b
SRR (0 T13E8E | DL, ) |
PRI R A AN 5%, RIS 2R 5 )
ARV ARIEAEOL P TR B PR A 2
WA AR JLIER &/, $EIsA LA s . AR
LR B AR AP 5 e 1 B U R SR
HDCP 84 FIE ™ MERa, B LEE . kL
il ARMEIL, BBl TIE R R . M
RWFFEIR KL, HDCP A R i 9 5™ L iR
W R, BRILERZIR . RILE R T,
AR FE LG I L 1 4155 08 AR AL AN R A R 4G
Ry, WESEEVIEBTIEARTT, RV A
AN RAEIRES /A A, 5 EEM. 4T HDCP
AfE TR, #rRESCBUR Rt A, HEmAc 1,
A BT BB HDCP il gt i, PRUERFEEZ2 2, Ab
FER MR R 41 70 W 20 A 22 S e e i 0d X, ol
AEB A JE HDCP SR & fE 0 MR AT HEA T T AHRLAYIRTT
{73 HDCP [ 7 W24 55 R A YR {2t

=7 Ini% DNMT1 mRNA, LncRNA UCAI1 ¥ HDCP EBE X £ RIFIRE BRI &

157 AUC 95% CI W TURE (%) FEE (%) 2R E
DNMT! mRNA 0.832 0.772~0.881 0.74 68.19 82.63 0.508
LncRNA UCA1 0.844 0.785~0.892 0.57 7123 82.79 0.540
ZHEA 0.926 0.879~0.958 - 97.26 81.10 0.784

AT JE F1, DNA H I Ak 5% 5 Z R A
X, DNMTI1 £ T A 19p13.2-3.2, ] 4545 2253 %4
DNA HEAIRZS, IF-AETE T 40 i 540 ™. GENG
U BOR, 2RO ELEA R R B UK 41 i
WALk DNA L AL FEAIC, DNMTI1 Rk T, it
T V00 1) 400 0 308 5 1 A e R 1 570 1A R B T
) DNA H AL, (it 22 op fLg SRt e, At
FEERER, M TEBEEIRAH, HDCP B I
1f DNMT1 mRNA 7K F-[%4%, 220 DNMT1 mRNA
I BES 5 HDCP &l FE . 01 =43 & 8L,
DNMT1 BE 1 L-NAME 7 5 (19 7% 3% 40 il &% 4=
W BT A0 S BF 28 JRAIE 52, % L-NAME 5 S i PE
T BRAE Y A ity 285 A B 42 Ak B B4 3% % )2 TP RS T 3]
DNMT!1 35 Fifl; L-NAME 5% S (197 3% 2 40 i )
% miR-148/152 Ff # #l DNMT1 % i&, DNMT1 %
IKFEAR S IR IR 25 & B H 4 IKH kA ¢, miR-
148/152 J##5 PE fi5 B 72 5 DNA HI3E(LA 56 1)
2R A5 U 4l % B DNMT1 /K F- #3552 A A i
R R FEA 5%, K DNMT1 /KAl g4 § 5L
DNMTI i 34k, #EmiiE S a5, A5
i PIH % . % PE# . ¥ PE & Il 75 DNMTI
mRNA 7KK AL, 0 DNMT1 mRNA 7KF5
HDCP i {f /™ EFE ARG, £l DNMT1 mRNA 7K

SR R TE AR, A BT IR R AR 6T SR
M, DNMT1 mRNA 7] G 1 I 152 7 40 A F 0
DI R B O RO H 34k, 25 HDCP &
Ik E, YE—4 5 DNMTI mRNA 5 HDCP i
JAWIRR, S5RER, (RS RS K HDCP B35 1
5 DNMT1 mRNA KA IR 5 A PG, 2
7~ DNMT1 mRNA 7K - %1k 5 HDCP 22 A% 22 1)
WRRES A G, AT R NN AT IRES 7 B+
Fro FE43H7 575, DNMTI mRNA 250 HDCP
BHE RN RIEIRES R AR R 2, il DNMTI
mRNA LA 7] BEE L PR L R, e ks TR 0
AT, WESANMR R . WERE T, GEA T,
TN, RAFEONREIRES M &AL

LncRNA T B¥ A% 3% 4 M F i 25 D) R B A5 ¢
8 0 I R 7 R S (115 U 111 = AN N =2
G IE S, PR A A SRR A ARAE RN
%%, 25 HDCP K J& ", LncRNA UCAL fi F
AN 19q13.12, HAFEILHIIEE, b &5 %
P IR AN N IR L FLNR e AR A M A L
2y, RESEACY. EAEENE, T
LncRNA UCA 54 ik 5 837 40 M oAb rh JE R 2k
A%, 50k W5 FAN . ERE ST
AW 5% & B, HDCP 2 # Il 7 LncRNA UCA1 /K
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SEAR T B AR YR 22 10, H PIH 4. %% PE 41,
i ¥ PE #H LncRNA UCAI1 7K F % K FE K, 2% W
LncRNA UCA1 A[fE2 5 HDCP K4 K&, Jilhik
FZH, LncRNA UCAT /K- #AK. LT %5 PY 8 58 3F
5%, LncRNA UCAL 7E PIH Z2id KB AR, %5
ARG LE A — 2, %5 R SE A S5 % B0
LncRNA UCAL1 i# i 3 745 PIH H' miR-197-3p/ 4 &
HA ARG 2 A2 AR 21048 P9 52 240 i 3% T Fn
POHIET, BRI A A BCRE T, SEITAIE] PIH #F e
BA¥H KM, LncRNA UCAL 7EE RIEwR - BE
SEHLP T, LncRNA UCAL 3 FEiAH958 1%
FRANMFRI G TR 2 1R58 . TRRE T B Ao
SRR, MR TR R R4, EIRES AR
1M 7% LncRNA UCAT KFFA%,  ELA IR A 50
B T LncRNA UCA1 J&#2 0 HDCP B H KA R
WUREE AR R R, 2B LncRNA UCA1 47K
S RE S AT RS, 32 R, HEIAK /K LncRNA
UCAL AT REHE ) T (5 RNA 5{ miRNA, 5200 %%
FRANMETEYE, BEAHIG AL M4, IS A EE N IR EE
LAk, FMHES) HDCP M, &= AN B R
45w . A#F5E ROC & 53 Hr k7, 1l DNMTI
mRNA, LncRNA UCAI Fiiill A KR, <) AUC Ry
0.832, 0.844, FW —FHIGHAETMMAE; HE—
W BB, AUC H 0.926, HUSEE N 97.26%,
BN 81.10%, UL A EEA AR I 12 o T BURRE
FEARImIZ R, RRmedt s, A B TIm R IPAL e ik
ghfE . HAh, PANZE PR HL, DNMTI 4% UCAI
Ja 27 DNAIKH 31L, #9% LncRNA UCA1 ik,
Z 5IORER Wy B0 L R, AW ST Pearson £ AL
Y75, HDCP # 2 Il i DNMT1 mRNA, LncRNA
UCAI £ IEA1 5, 1 DNMTI mRNA, LncRNA
UCA1 1] geAL AR R a0 is 1, =5 HDCP if
&, fHEARBLE AT R

Zi L Frif, HDCP 234 Ifil 7 DNMTI mRNA 5
LncRNA UCAL /K-FHREAR, & RIEME, H5
g 1 . UL R 45 R AH ¢, DNMTI mRNA X &
LncRNA UCAT K I AN B 4E Ui 45 Jag A7 A4 3 I &%
fie, AIATBhIG PR PO AT iR Jey . AR FE R R R
¥R1F DNMT1 mRNA, LncRNA UCA1 =[] A
ML, Logistic [FIHMAIFpEN AR EA R, HA
B WEMZ2H DNMT1 mRNA, LncRNA UCA1 /K3
Ak, EERE ARG S et sY, JFEE S
RlSZEy, W% DNMT1 mRNA, LncRNA UCAL 225
HDCP ELARVERIBLE], Al PRI 1) T Fp A .
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