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W E. BHE RiT-FRATH (Preeclanpsia ) &3 iF K424k 4 A5 RNA 835 FHF -1 a- R34 1 (IncRNA HIFIA-
AS1) . CXC #ALE FHAR 9 (CXCLY) kik Hmtb R E AR RA4RE B £ A, ik vA2021 4 1 A ~ 2022 4 12
A0 Z# BG83 6 FMAT M EH A TR, WREAHD AT FRTHEFRToE, »ATFLAE TR
AL (n=39) Felt X BT MAT MM (n=44) ; BFERE S ERERTRITHEE > ABRETRITHL (n=51) Fo &
BETRATH (n=32) ; HRIBIARLE B o A EFIEIRE B (n=56) Aok R4k B4 (n=27) . KER B 60 4
i B dE AR Zda 3T B4R, R S B 38 % 2 ¥ PCR(QRT-PCR ) # | s 7 IncRNA HIF1A-AS1 A8%- &k 5, BH% %98 R H
% (ELISA ) #& | f2 7 CXCL9 /R-F. Spearman # 48 5 5 #7 2 & IncRNA HIF1A-AS1, CXCL9 5 &5 42 6948 X M,
Logistic ® )2 547 F MR 6T 41 B 4 R RAedk 4 B % B &, 46 X4 T/E45 42 (ROC) w ZX 3% 4% s 7 IncRNA HIF1A-
AS1, CXCLY # R R4k B fam i, SR FMaT 4407 IncRNA HIF1A-AS] 85 &k & (0.73+£0.26 ) /& T4+
B4 (1.15+£0.34) , CXCL9 K-F (209.34+4534 pg/ml) & TAF B4 (116.80£37.76 pg/ml) , £FEA it F &L
(=8.379, 12.903, 35 P<0.05) ., FA A F a7 420 f 7% IncRNA HIF1A-AS] A3k % & (0.58+0.21 ) 1& T & A F
AT (0.8610.27) , CXCLY KF (236.60+31.02 pg/ml) & F x40 (185.18£23.63 pg/ml) , £ F LA %3
L (1=5.226, 8.551, 34 P<0.05) ., ¥EFmaT 4l IncRNA HIF1A-AS1 Aasf &k & (0.52+0.21) 1K T4 EF
WA (0.97+0.34) , fiF CXCLY K-F (253.38+41.20 pg/ml) % T4 FRAT A2 (159.65+40.79 pg/ml) , £5%
AH % FEL (26409, 10.152, 3 P<0.05) . fi% IncRNA HIF1A-AS1, CXCL9 5 FJRuT 5% H L A4R &M% (r=—
0.627, 0.651, 3 P<0.05) . CXCLI[OR (95%CI) : 1.581 (1.098 ~ 2.276) | & FHmal 4R B3Ik % Ak 3 e B &
(P<0.05) , IncRNA HIFIA-AS1[OR (95%CI) : 0.806 (0.673 ~ 0.965) | 244 B & (P<0.05) ; F&A & -FmaT 4 [OR
(95%CI) : 1.390 (1.088 ~ 1.775) ] =& EF AT 4 [OR (95%CI) : 1.589 (1.222 ~ 2.066) | 2R B a4k 4 By £l
FZ (3 P<0.05) . f2# IncRNA HIF1A-AS1, CXCL9 Z 484734 FRM -0 57 41 R B4k £ B w9 AUC 251 4 0.770,
0.767 #= 0.876, F5AFIATRM ML T L —3547, ZFAALRTFEL (2=2.455, 2.398, 3 P<0.05) . &it FHRW
#7%8 4 f 7 IncRNA HIF1A-AS1 &k T8, CXCLO kit Eifl, WAL miE ® EREARRHERE A X, FHES
A A7 22, Ay TR T IR AT A R R AR By 9 AR E
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Analysis of Relationship between Serum IncRNA HIF1A-AS1, CXCL9 and
Disease Severity, Adverse Pregnancy Outcomes in Patients with Preeclampsia
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Abstract: Objective To explore the relationship between serum long non-coding RNA hypoxia-inducible factor 1 alpha
antisense RNA 1 (IncRNA HIFA1-AS1), CXC chemokine ligand 9 (CXCL9) and disease severity, adverse pregnancy outcome
in patients with preeclampsia. Methods A total of 83 patients with preeclampsia admitted to Xi’an Gaoxin Hospital January
2021 to December 2022 were taken as preeclampsia group, According to the time of diagnosis, patients with preeclampsia were
divided into early onset preeclampsia group (#=39) and late onset preeclampsia group (n=44). According to the severity of the
condition, patients with preeclampsia were divided into two groups: mild preeclampsia group (n=51) and severe preeclampsia
group (n=32). According to pregnancy outcomes, they were divided into a normal pregnancy outcome group (#=56) and an

adverse pregnancy outcome group (n=27).At the same time, 60 healthy pregnant women with pregnancy were collected as
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control group. Real-time fluorescence quantitative PC(QRT-PCR) was used to detect serum IncRNA HIF1A-AS1, and enzyme-
linked immunosorbent assay(ELISA) was used to detect serum CXCL9. Spearman rank correlation analysis was used to analyze
the association between serum IncRNA HIF1A-AS1, CXCL9 and severity of disease. Logistic regression analysis was used to
analyze the factors influencing the adverse pregnancy outcome in patients with preeclampsia. ROC curve was drawn to assess the
predictive value of serum IncRNA HIF1A-AS1, CXCL9 for adverse pregnancy outcome. Results The relative expression of
serum IncRNA HIF1A-AS1 (0.73 + 0.26) in preeclampsia group was lower than that (1.15 + 0.34) in control group, and CXCL9
level (209.34 + 45.34 pg/ml) higher than that (116.80 + 37.76 pg/ml) in control group, the differences were statistically significant
(r=8.379, 12.903, all P<0.05). The relative expression of serum IncRNA HIF1A-AS1 (0.58 + 0.21) in early-onset preeclampsia
group was lower than that in late-onset preeclampsia group (0.86 +0.27), and CXCL9 level (236.60 + 31.02 pg/ml) higher than
that in late-onset preeclampsia group (185.18 +23.63 pg/ml), the differences were statistically significant (7=5.226, 8.551, all
P<0.05). The relative expression of serum IncRNA HIF1A-AS1 (0.52 + 0.21) in severe preeclampsia group was lower than that in
late-onset preeclampsia group(0.97 + 0.34), and CXCL9 level (253.38 + 41.20 pg/ml) higher than that in late-onset preeclampsia
group (159.65 +40.79 pg/ml), the differences were statistically significant (#=6.409, 10.152, all P<0.05). Serum IncRNA HIF1A-
AS1 and CXCL9 were associated with condition of preeclampsia (r =-0.627, 0.651, all P<0.05). CXCL9 [OR (95%CI): 1.581
(1.098 ~ 2.276)] was independent risk factor for adverse pregnancy outcome in patients with preeclampsia (P<0.05). LncRNA
HIF1A-AS1 [OR (95%CI): 0.806 (0.673 ~ 0.965)] was a protective factor (P<0.05), and early-onset preeclampsia [OR (95%CI):
1.390(1.088 ~ 1.775)] and severe preeclampsia [OR (95%CI): 1.589 (1.222 ~ 2.066)] were risk factors for adverse pregnancy
outcome (all P<0.05). Serum IncRNA HIF1A-AS1, CXCL9 and indicators combined had predictive value for adverse pregnancy
outcome in patients with preeclampsia, with AUC of 0.770, 0.767 and 0.876, respectively. And the combined prediction AUC was
better than single indicator , and differences were statistically significant(Z=2.455, 2.398, all P<0.05). Conclusion Serum
IncRNA HIF1A-AS1 expression is down-regulated and CXCL9 expression is up-regulated in patients with preeclampsia, both
indicators are associated with severity of disease and adverse pregnancy outcome. Early detection of two indicators are expected
to be markers for predicting adverse pregnancy outcome in patients with preeclampsia.
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FIRHTH ( Preeclampsia ) J& UL URHAFA A N,
TR LA RN 5% ~ 12%!", 12056 Al B2 P=1HAE T
JRE R, RILENER . G RPEAR
WERZE SR B RN 1 0 O DA 15 7
PR, [T FO AR AN R AT URES R & A AR, Xl IR
HE IR T EAEESE M. FRETA
SR 4%, SR Z AT RE AT SR 28 AN 2 |
B 65 5 T G 3 SR A D 9 S I 3ok BTG A 6 . K
% 9F 4 7% RNA (long non-coding RNA, IncRNA )
Z 5 U ZMERREMPE T, 55 REA]
SR TR Z MM REFEAG ©. IncRNA A5 5 H
F -la- & X #% 1 (hypoxia-inducible factor 1 alpha
antisense RNA 1, HIFA1-AS1) J& T IncRNA ZJi& )%
0, S HMNESHSCEEMNE R R, AT
IR AN R SN L e SR 7 eXC kA
FHK 9 (CXC chemokine ligand 9, CXCL9 ) J&7E
v T4 & (interferon-y, IFN-vy ) HI F F % h
PARL L MEANRE . N B A S IR R A -, S
AR A5G R A A 5 24 RN AR E 240 L [ 98 RE
WROIIERS . AR, PO IR RAE O P, CXCL9
38 L PR SE N A T T 2 A DG 4 AR R Ak
Pg KRt AR P & T I IncRNA HIF1A-AS,
CXCL9 5 AT m &R, PR IE A XA b,

MG B FER T8 b 7E - 10 & o R A
FH R 5 155 R B 1) O R RN AN R A R 435 Jeg 1) 0
HriH.
1 #R5HE
1.1 At s ®HE20214E1 H ~ 202245 12 A
P22 58 = Be IR I 5012 TR BT Y 83 1128 10
RFIRETALL, P TRIIEMEES, T R AT
A IR I R PR 12618 R (2020) ) K
HI2WsiE U g ARRE . OFF & I RTn2
Pt @B RZZEMN BRI IRA A, QIR K
LW @OIrE BREWMET 2005 7K, O
KeZeia, HeBRbrE: OO, IF. BOgEAEE; @
WG ; N TAIBIARZE; @WAWFR AT
ez L T RIVCAR ST BE 2SR @&, 18R
FE B S H B MR R @201 & M I
JE | BERIR SR A s O & AT IR &5 &
@M LIERERGIE ; OF = s s MR AN R AR iR
ghfe s QORFFFT 3 2 ) HAANTE & A5 10 iR
AR bR BB L ORGP R AT AR 23~37
(30.76 £5.29) %', {K$5%0 (body mass index,
BMI) 21 ~ 26 (23.49+2.51) kg/m’, 2% K 1~4
(230£0.76) W, 7K 1~3 (1.23+0.26) K.
FEF [FHHABEALIEHL 60 1176 3 B A1 R ™K 2.
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AP 5 T 30 2 00 AT 1 i B AT iR 2 1 kg o) B
M, RN R IR SR 259, B ICiT T3
Bl P R AMI s . AR I8 24~35 (29.33 £4.85)
%, BMI 21~25 (22.73+2.29) kg/m®, Z2K 1 ~ 3
(2.56+0.89) &, 72 1~3 (1.15+£021) &K,
AAFEEY . BMI, 2877 R A SE 2k B kAL ] L 22
TGt FE X (=1.659, 1.852, 1.889, 1.967, ¥
P>0.05) . AMFRMFE (BRERET) . 55
B2 B B DY 22 (U E( GY YYEC-KTSB-2021-02 ),
FA R G e RIE B R, I s R =
$
MR G125 (A1 T i 01 A8 40 R R R R

AL (WEiR< 34 JE R, n=39 ) FIf &7+
JWATINAL (LR = 34 FIRRERE, n=44) ; R
I I T R R T AR 0 R R R I A
[n=51, ULk 20 LV G B3 1K = 140/90 mmHg Jf:
A 24 h JREH = 03g, sEIREN /HLEF= 0.3
HEBENLIRE A (+) ] RIE B PR AT " (n=32,
il = 160/110 mmHg JFf£A 24 h JREH > 2 g,
o B RHAL S O RE s R S A LR E ) o
12 BLELRA A CXCLY i I 5 W B i
FREA & (LAY AR AR ) 5 CE-
RES900 fi#53{% ( 35 [ Bio-Tek instrument, Inc) ,
Trizol % ¥ ( FEBK KA H] ) ; PrimeScript RT-poly-
merase A& (FPEKE, F4Y) 5 EZOEE
i PCRAY (EENHAEM RS AT ) 5 SH5OE
ZE 1 PCR ( real-time fluorescence quantitative PCR,
qRT-PCR) {7 & ()7 ARIE—LEA A RAF ) ;
IncRNA HIF1A-AS1 fl GAPDH 5% ( R4 4&
YRR AT o

13 Fk

1.3.1 IfiL % IncRNA HIF1A-AS1, CXCL9 % il :
WA B T B39 2 8 32 6 2 R K L 4mil, A
4 000 t/min &[> 10min, B.02F £ 13.5cm, 705
3BT R AF T -80CUkAl v, Mt &b, R
JH ELISA ¥ 46 1 ifil 7 CXCL9 /K, It N 728 H &
B(CV) <2.6%, b8 CV<2.88%, A& M i 2 ™
VR g TG I BT S U 8 7Y VR RN ek 4
450 nm FIEWCE (A) {85, FARMEFRME S AR
b AR CXCLY We . RS2 26 6 E hiE
PCR ¥ #5 l 1f 74 IncRNA HIF1A-AS1 K F: D%
H Trizol ¥ W F! PrimeScript RT-polymerase iz 77| £5
PEICIMLE B RNA,  Bh IR ARHEE I i ok B2 584 nl WL 4y
FEGRE T 25 5 e RN, Agonm AB 21 E 7 2.0 B
G QLIS RNA SR 5kl cDNA, i f%
SEAE R 42°C 1h, 95°C 5min; @)L cDNA K JiE
¥ % F AB19700 %I 72 & PCR X ¥" 3, GAPDH Jy

N2, F: 5-GAAGGTAAGGTCGGAGT-3",
R: 5-GAAGATGGTGATGGGATTTC-3’; IncRNA
HIF1A-AS1: F: 5-TCAAGAAATGGTGGCTAT-3",
R: 5-GCTCTGAGACTGGCTGAA-3’; PCR ¥ 3k
KRB N 20w 1: cDNA B 2wl, | i
Y14 1 w1, SYBR Green Master Mix 101, XK
6wl, KNS h 95 °C A8 1 2min, 95 °C 7%
P 15s, 58°CiE k 30s, 3t 40 MEFF, RH27 44
#5758 IncRNA HIF1A-AS1 FHX F2ik &
1.3.2 HAWIGIRGORE: YR AT IR AR . 22
HI S AR | 2R 22 . 2Rt i e e
[ EPE ) RSB . 2R, AL i
S
1.3.3 W7 WD W aTA A, a5 e
IEBIMRIESE 7 R, ICSRIEIRES R . A RAEIRSS )R
FLFGRHAR AT RS R AR S R | 2= asET 4%,
Bl = LS RACIRES M= . IRJLE WEE . kL
BNAERKZIR, B BT %, IR RS,
Jaor R I IIRES RAL (n=56 ) FIA RATURES R
M (n=27) , HpoRNRIEURES Rdl 7 BiiG A2,
SHIRILENEL, 6 BIGILE NAERSZIR, 7 #1%
EILER, 2 FIEE,
1.4 “itF o4 R SPSS25.0 Gk ir
P, EEERHAEESDMAHLE « brifEE
(x+s) ik, AHREERH k%, a@MERRH
n (%) ik, LB ¢ K5, Spearman FiAH G
RTINS IncRNA HIF1A-AS1, CXCL9 591%™ &
TR YA SEME; Z2 I8 &K Logistic 171750 1 i 1)
IR RITIRGS /s R %, ik B R g G
B (a =005, a4=0.10) ; ZHZiXFH TE
FHIE (ROC) MZIFTH A T A (AUC) Pl
1MY% IncRNA HIF1A-AS1, CXCL9 XA R AFiRE: =
R E, 48R AUC HLBCR I Z #6586, 3
A 3t 2 % (SE, 1 SE, 4+ 3 W
AUC, 1 AUG, WFrifETR ) o P<0.05 N 2ER BB S5
IES -9
2 R
2.1 F IR A7 #9 4L Ae 2t & 48 e 7 IncRNA HIF1A-
AS1, CXCL9 & -F b4 0 A3 4H I 7 IncRNA
HIF1A-AST # X} # ik 5 (0.73£0.26) ik T X FR4H
(1.15+0.34) , i % CXCL9 7K *F (209.34 +45.34
pg/ml) = TXHRZH (116.80 +37.76 pg/ml) , 2E5-H
FEGitFE L (8379, 12,903, ¥ P < 0.001) .
22 FRAFewe XA T JRA 4 B & o F IncRNA
HIF1A-AS1, CXCL9 /K -F & & R i )
ZH M7 IncRNA HIF1A-AS1 AHXF #2355 0.58 + 0.21 )



76 B R A0S

5539 %

Foely 20244 11 A

J Mod Lab Med, Vol. 39, No. 6, Nov. 2024

& F e % B R AT I2H (0.86+0.27) , IfiL#E CXC
L9 7K 236.60 + 31.02 pg/ml )i T ABZH( 185.18 +
23.63 pg/ml ), 2253+ HA Giit#iE L (1=5.226, 8.551,
¥ P <0.001) .
23 BEFTET R EF &2 F IncRNA IF1
A-AS1, CXCL9 K -F o4k 5 & i A 1 41 1 7
IncRNA HIF1A-AS1 A X 26 ik & (052+021) X T
2R ET A (097+034) , I3 CXCLY /K
(253384120 pg/ml) = T %% & F 5§ A7 ) 4
(159.65 +40.79 pg/ml ) , 22 R BAA G5 X (1=6.409,
10.152, ¥JP < 0.001) . Ifil7% IncRNA HIF1A-ASI,
CXCLY 5FJWaiiiia s (38 =0, mE=1) A
A (r.=-0.627, 0651, ¥JP < 0.001) .,
24 BRIk BAE R BRIk 4 B s R AT
sk IR 1, HIEW TR R4 L, A RIEYR
EA A L R SO 7 A o A =TI e e
Fe i, R R AT HL B, IS IncRNA HI-
F1A-AS1 /KR, CXCLY KFTHE, 25 EAH
GiitEE X (3 P<0.05) .
25 FRRAHIRZ W % B K logistic WA 5AT UL
2, DI R R KA RS SR R A
T (0=T6, 1=F) , #1PLEFEARIT#E
X (P<0.05 ) AR SR R | 75K . IR AT
TR AT A H AL . IncRNA HIF1A-AS1, CXCL9
H AR L N & Logistic MIARIR, 455 IR,
W 45 & [OR (95%CI) = 1.353 (1.040 ~ 1.759) 1,
%2

CXCLIY[OR (95%CI ) : 1.581 (1.098 ~2.276) ] J&
TR AT BB AN R AR IR S, s & AR p il Sr fa B PR 2R
(#] P<0.05) , IncRNA HIFIA-AS1[OR (95%CI ) :
0.806 (0.673 ~0.965) | &{f#4HZE (P<0.05) , H
KIFRRETH [OR(95%CT ): 1.390( 1.088 ~ 1.775 )],
HJE A [OR(95%CI ): 1.589( 1.222 ~2.066 )]
B RIIRE Rifal &R (P<0.05) .

*1 EEFIRERABSRNRITIREBAIGK
BRILEE x5, n (%) ]
B ) ey ¥
A (%) 3032+5.16 31.68+583 1089 0.284
BMI (kg/m”) 23.08+270 2435311 1912 0.060
2R () 2374075  215£062 1326 0190
PR 121£025 1264027 0835 0408
Wi (mmHg ) 143.16 +12.93 15379 £ 1534 3307 0.001
EikE (mmHg ) 9430875 102.58+10.67 3.762 < 0.001
Z IR (mmoliL) 622051  629+056 0571 0572
TIRAGHPER RUER 19(33.93) 20 (74.07)
Wk 37 (6607) 7(2593) T oot
TN R B 46 (82.14) 5 (1852)
FE 10 (1786) 22 (8148) <00t
IncRNA HIFI1A-AS] 085+034  049£025 4.8%4 < 0.001

CXCL9 (pg/ml) 17843 £45.21 27346 +56.12 8.283 < 0.001

FRATAEETRNREREBMEEE logistic BVA5 17

SFS B SE(B) Wald P OR 95%CI
Wi 0.302 0.134 5.079 0.002 1353 1.040 ~ 1759
ik 0311 0.164 3.468 0.056 1365 0.984 ~ 1.860

FARATIER 0.329 0.125 6.927 0.001 1390 1.088 ~ 1.775
FHRERE 0.463 0.134 11.932 <0001 1589 1222 ~ 2.066
IncRNA HIFI1A-AS1 -0.216 0.092 5518 0.001 0.806 0.673 ~ 0.965

CXCLY 0.458 0.186 6.059 0.001 1581 1.098 ~ 2276

Ve MRTMTRIROS . R TR NS
2.6 i % IncRNA HIFIAASI, CXCL9 % &~ B
AR 45 By ey TR A ULER 3. 1LV IncRNA HI-
F1A-AS1, CXCL9 55 Bl S04 F A B4 1k
ZEIE M2 R A (95% E{EXE ) [AUC(95%CI)]
x=3

43 511 H0.770(0.693~0.845), 0.767(0.689~0.841) Fil
0.876(0.817~0.926), F8HRIKA FUMAMME K T H—F8
bR (Z=2.455, 2.398, ] P<0.05)

1% IncRNA HIF1A-AS1, CXCL9 3tFMerfiEE AR RITRE BRHANE

el AUC (95% ) CI FrifiiR PfE Youden 541 T (E fUREE R
IncRNA HIF1A-AS1 0.770 (0.693 ~ 0.845) 0.032 < 0.001 0.38 0.61 0.75 0.63
CXCL9 0.767 (0.689 ~ 0.841) 0.035 < 0.001 0.36 239.52 pg/ml 0.79 0.57
BN e 0.876 (0.817 ~ 0.926) 0.029 < 0.001 0.65 - 0.82 0.83

e R A RIS T IncRNA HIF1A-AS1, CXCL9 fI4 logistic [PIJHZATR [BITMMEER logit (P) , JFAHFHAE A AG I AR b HE AR
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ARIFIREFH ROC Bk

3 iFig

FIRATHR T IR A f i W BIEZ —,
WA TUEIR 20 )5, IGRFRI D &M . 7K
AEEGE M PR AT T R 5 A /N AN
[FIFRREREE, AIERZ AN 0. WiRrhlr . oFEh
TIREE, MmOl T s astT, Il s UG L
AR AR AR, S = AR AR LR T K
By U2 RUMPPAR 0 AT IS 17 PR S RE A )
AT DRAT T I H B, PR 4 BFST
F U SR IR R R MR S BUIR T E e
SHPKEASZ I, MR i s>, IR R
3, MU B B AR K AR A - TSR R A A
BLIN NS o i 11313 s 28 ) i D e Y = =
AR ERE . T, REWEIL, TS W
T HA & 995 25 U0 AR O B8 A= AR Fr i 0 % B I A Wi 175
Ko TR AT R 25 SRy — BRI R 5T $45

IncRNA J& 75 % 5 o A v = A= 19 4 B8 3 200
A FR B RNA 43 F, TE4IHE PN 5 DNA M B AR
L B BE R . B . BHIR AR R O
ik, IS5 = 25T B DL 4E R4 A&
A, Wl vEEanesgsg . sk TR A g SRR
PeEANMIATIZ , IncRNA S5 Fh 5 TR
D MEBIREN KA . ERE, nIVE 2 g
FEAEYIBR L BB IR YT AR 2 UM IncRNA 55
FER AT 2 A T SR Y R )
R, IR ET R G £ 4121 IncRNA RPAIN #
ik EE, @S Wat/ B -catenin {5 53 1% 5 | 2 2%
FRANM I T AR 28 . 255 PO B9 R, IncRNA
HIF1A-AS2 235 T 38 1o 42 2F 2% 97 )2 20 M 1= 28 K
R B AT IR AT . AR, TR
B A 1% IncRNA HIF1A-AS1 FIkFEL, S8
A5 Y S U b DX AR AT ST A A

. 4554887% IncRNA HIF1A-AS1 AR5 5T
FIHAAT ¢, TTHES HIF1A-AST 5L [H 4 5% 0% P52 3]
IHIA &, HIF1A-AST 25 8hF X 8 DNA F &
LM T HIF1A-AST #5516 M, R B0 miri 4%
& 7 Slug M Snail 453 J& 3 35 15 HIF1A-AS1 J&
R S e e A, S IE R R N5
HIF1A-AS1 3 K JCk 45 A i AR st is v 22
13 N B N 12 U =R AR O A e ey 11 A
SR A HIF1IA-AST 235 R, XA ik
— AT E Ao, FEUR B R E AR
THREST R, XTIBUIE S KIS A 2, i SR e 3 ik
YRR, IR L 2 AR & B,
1fiL 7 IncRNA HIF1A-AS1 5 TR TR SRR A 5%,
PEIRIZFR AR AT AE R BTAS R B e 15 i A= Ak FR
b, AIHE G IR G E AR IR T T %

CXCL J&—Fh ] i75 5 5 o7 4 it 22 1) Ak B4 /N 43
T2, SRR sZ g & n] e fifi
I 24 o) SR R A ) e B, VO OIS R ARE
ni B CXCLY J& F IFN- v i 5 ) CXCL % % i
B, EEA TS 4 S aik, fFEIERERRST
AR LS LR R, LA B | kg |
RAESIRT, 7E IFN-v S CXCL9 K=/,
H5 G E A Z KL 321K 3 ( chemokine
receptor 3, CXCR3) Festhsisa, BibiiE v
L. T bk C A B B SRR AT, 175 & I T e iz
JRE L P, SHAMSI 28 ¥ % 3, CXCL9 ik I
W5 CXCR3 #2455 5tk Thl 4 ) ¥ B
TR FRRRIE T R BB P T %
W], CXCL9 5 % 11 40 fd PR B A o 1 425 I 4%
5 Mg IR %8 A F - o (tumor necrosis factor- o,
TNF- o ) P [RIVEFH AT 0 98 4 S 1z it o = 44 BH
FEVEMIR, IS R A A G . BRAERTSY 2
B DR A A S AR P IR S e
JNE, AT SR R A T AR TR AT R . AR
o TR T R I CXCLY ik b, #ERi%4g
PRATREN 2 T PRI R fe . TR TT A
P ZR G B TR R e KL, R R 5 55l
CXCL9, 55| e 20 Al 1) 58 ik 5857 B IR 5 i S5
N, JAE PR TR 96 Pk A0 R it 2 0k — 25 i
MU= CXCLO®Y . b Ah, 1 i 391 2 35 i 4
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