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HPV FHPE TS #4128 b AIB1 mRNA fil ANCO1 mRNA
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Expression and Clinical Significance of AIB1 mRNA and ANCO1 mRNA in
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Abstract: Objective To study the expression of amplified in breast cancer 1 (AIB1) and ankyrin repeat domain containingl1
(ANKRD11/ANCO1) in human papillomavirus (HPV) positive cervical cancer and their relationship with clinicopathological
characteristics and their predictive value for postoperative recurrence. Methods Cancer tissues and paracancer tissues of 94 HPV
positive cervical cancer patients who visited the Third People’s Hospital of Mianyang from January 2018 to January 2020 were selected,
while 50 HPV negative cervical cancer tissues during this period were taken as controls. Real-time qPCR (RT-qPCR) was conducted to
detect AIB1 mRNA and ANCO1 mRNA expression in cancer tissue and paracancer tissues of HPV positive cervical cancer and cancer
tissue of HPV negative cervical. Pearson analysis of the correlation between AIB1 mRNA and ANCO1 mRNA expression in HPV
positive cervical cancer tissues. Logistic regression analysis was used to identify the risk factors for postoperative recurrence of HPV-
positive cervical cancer patients. The predictive value of AIB1 mRNA, ANCO1 mRNA, and their combination in predicting
postoperative recurrence in HPV positive cervical cancer patients was analyzed by receiver operating characteristic curve.

Results Compared to the adjacent tissues of HPV positive cervical cancer and cancer tissues of HPV negative cervical cancer, AIB1

EETIR: W& EFRIES (45 S20077)
EE R : AR (1984-) , Z, Wid, FIREI, TZNFLARIE T 0 AYRF5E, E-mail: xukangnil98405@163.com.
BIRIEE: R (1983-) , &, DUE, FENGFERIME A HEI9HFSE, E-mail: 2262784516@qq.com.



114 PRI E A2 #5394 456 2024 4F 11 A J Mod Lab Med, Vol. 39, No. 6, Nov. 2024

mRNA (3.04 + 0.37vs 0.87 + 0.21,1.02 = 0.33) in HPV positive cervical cancer tissues was higher, while ANCO1 mRNA (1.13 =
0.26 vs 1.91 + 0.35, 1.82 + 0.36) was lower, with significant differences (r=68.499, 53.137; 23.649, 17.434, all P<0.05). The
expression of AIB1 mRNA and ANCO1 mRNA in HPV positive cervical cancer tissues showed a negative correlation (r= -0.714,
P<0.001). Compared to patients with FIGO stage I A ~ Il B and without lymph node metastasis, AIB] mRNA (3.88 + 0.32 vs 2.04
+ 041,446 + 033 vs 2.16 = 0.46) in HPV positive cervical cancer tissues with FIGO stage IIA and lymph node metastasis was
higher, while ANCO1 mRNA (0.67 + 0.29 vs 1.68 + 0.20, 0.49 + 0.24 vs 1.53 + 0.32) was lower, with significant differences
(=24.425, 26.097; 19.288, 16.777, all P<0.001). FIGO stage IIA, lymph node metastasis, and high AIB1 mRNA [OR(95%CI)=1.644
(1.223 ~ 2210) , 1.779 (1.295 ~ 2.444) , 1.247 (1.050 ~ 1.728) ] were risk factors for postoperative recurrence in HPV
positive cervical cancer patients, while high ANCO1 mRNA [(OR (95%CI): 0.634(0.451 ~ 0.891)]was a protective factor. The AUC
(95%CI) of AIB1 mRNA and ANCO11 mRNA combined for predicting postoperative recurrence in HPV positive cervical cancer
patients was 0.914 (0.863 ~ 0.952), which was higher than the single indicator detection of 0.821 (0.782 ~ 0.869) and 0.794
(0.763 ~ 0.847), and the differences were significant (Z=4.123, 4.432, all P < 0.001). Conclusion The expression of AIB] mRNA is

increased and the expression of ANCO1 mRNA is reduced in HPV positive cervical cancer tissue, which are related to the occurrence

and progression of cancer. The combination of the two has a high predictive value for evaluating postoperative recurrence.
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AKT 553, (EUbmaniasssg . REMER Y,
AR T 45 R4 11 (ankyrin repeat domain contain-
ing 11, ANKRDI11/ANCO1) ¥ A Ankryin & & 45
W, Z5ERME A REE SR, S4AKE
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0.241 0.624
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