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APEVEN 0 25 A HE BT JLIILHS miR-138-5p Il miR-574-5p
K- A8 AR B I A 5 X

oW AT R, EOARY B £, 4" (RINBHEREME ZRERE a. Bk LR b KR,
WAL240E% 432100 )

# OE. BB RHAILEAH R Fi %44 (nARDS) )L E miR-138-5p F= miR-574-5p & ik KT 44 AL R s &
B, Ak M 2018559 A ~ 2023 F 8 A KA K 5B ZE R B IR #T A )LAHICE 49 nARDS %)L 112 #4F A AL
20, FARIETUE > ATRE BIAFH (n=98) #TUs R A (n=14) ; &BERFIHE 42692 A4 EH AU 104 4145 A 3T R4,
- FEN R A4 R B (qQRT-PCR ) &4 M f2 7 miR-138-5p #» miR-574-5p # & ik K F; ROC ¥ £ 5 #7 f2 7 miR-574-
5p, miR-138-5p /K-F % nARDS #£ILFS ¥4 B th1i; % B & Logistic B3 547 % " nARDS &ILFHE R R E &, &
RSBk, AL b miR-574-5p A A KT (1.72+0.23 vs 1.04 £ 0.17 ) 7+ &, miR-138-5p F& iA /K-F (0.55 % 0.08
vs 1.02+0.16) Ak, £ BA %5 E L (1224557, 25597, ¥ P <0.05) ; 576 RIFMILE, TG R B M
miR-138-5p & ik K-F (0.41+0.06 vs 0.57+0.08) MA%, miR-574-5p & ikK-F (2.07+0.25 vs 1.6710.19) H %, £+
AR AT FEL (17.188, 7.069, ¥ P <0.05) ; TR RAS @5 §AFHE . FRFFIRBEKTRE RIFAAS,
EF A% FESL (15359, 4257, 6.577, ¥ P < 0.05) , miR-574-5p 52 nARDS #JUTE R R 691k 5 E e B &,
miR-138-5p A E#F H % (34 P < 0.05) , ik miR-138-5p, miR-574-5p 3 & B4 W nADRS & ILFUS R & # AUC
(95%CI) % %] % 0.793(0.706 ~ 0.864), 0.898(0.826 ~ 0.947) #= 0.931(0.867 ~ 0.970), == % & T 4k T miR-138-
5p, miR-574-5p & B $#4p4wr (Z=2.151, 1.982, ¥ P < 0.05) . £ nARDS &)L miR-138-5p &k K F 1K,
miR-574-5p &K AP H &, =& % nARDS £ILFE R B BA — 84 B hh.
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Abstract: Objective To investigate the changes of serum microRNA (miR) -138-5p and microRNA ( miR ) -574-5p
expression levels and their clinical significance in newborns acute respiratory distress syndrome (nARDS). Methods A total of
112 infants with nARDS from September 2018 to August 2023 in the Neonatal Department of Xiaogan Hospital Affiliated to
Wuhan University of Science and Technology were collected as the observation group. They were divided into good prognosis
group (n=98) and the poor prognosis group (n=14). A total of 104 healthy full-term newborns born at the same time were selected
as the control group. Quantitative real-time polymerase chain reaction (QRT-PCR) was used to detect the expression levels of
miR-138-5p and miR-574-5p in serum. ROC curve was used to analyze the diagnostic value of serum miR-574-5p and miR-
138-5p levels for poor prognosis of infants with nARDS. Multivariate Logistic regression analysis of factors affecting the poor
prognosis of infants with nARDS. Results Compared with the control group, the expression level of serum miR-574-5p in the
observation group increased (1.72 + 0.23 vs 1.04 = 0.17), with the expression level of miR-138-5p decreased (0.55 + 0.08 vs
1.02 + 0.16), with statistically significant differences (r=24.557, 25.597, all P<0.05). Compared with the good prognosis group,
the serum miR-138-5p expression level in the poor prognosis group decreased (0.41 + 0.06 vs 0.57 + 0.08), with the miR-574-
5p expression level increased (2.07 + 0.25 vs 1.67 + 0.19), with statistically significant differences (=7.188, 7.069, all P<0.05).
The age, intrauterine distress, and proportion of abnormal amniotic fluid in the poor prognosis group were higher than those

in the good prognosis group (#=5.359, 4.257, 6.577, all P<0.05). MiR-574-5p was an independent risk factor for poor prognosis
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with nARDS , and miR-138-5p was a protective factor (all P<0.05).The AUC (95% CI) of serum miR-138-5p and miR-574-5p
alone and combined diagnosis of nADRS were 0.793 (0.706 ~ 0.864), 0.898 (0.826 ~ 0.947) and 0.931 (0.867 ~ 0.970),
respectively. The combined prediction of miR-138-5p and miR-574-5p were better than that of miR-138-5p alone and miR-574-
Sp alone (Z=2.151, 1.982, all P<0.05). Conclusion The expression levels of miR-138-5p in serum of infant with nARDS were
lower and the expression levels of miR-574-5p were higher, both of which have certain diagnostic value for poor prognosis of
infant with nARDS .
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e L2 eI B A 255 HE (newborns acute
respiratory distress syndrome, nARDS ) J&—Fh# Il
MfEEB, AR AR RA B F T, Hk
Sty R A IR A7 FIFET SRR 25 200 U2 kg R 30,
i T RE 5 & 1 BN ARDS HR 35 114 &1 J] 1l BRA% 40 it

(PBMC) 147N RNA (miR ) -138-5p 7K - I 3%
TR A RE, Hw st M1 RS 40 i i)
PTG, DI 5 A il A O A AR R 3 R I A7 g R B,
HE 45 A% J miRNA G5 H I i A ARDS %
ARE L miRNA 3Rk, &I miR-574-5p ik
T ARDS Filfig Z ## (lipopolysaccharides, LPS) K
WA BRI A Y R i b B3R, HX LPS i 56
SOREHA URIBER], X AIREN ARDS #2587 193R
Jr M, miR-138-5p I miR-574-5p 7EH H nARDS
BB A LR T 40 . AR SR 7EHRTT nARDS £
JLIMH miR-138-5p Fl miR-574-5p 2835 7K - 17224k,
R R X
1 MREFE
1.1 A% PR 2018 4E 9 H ~ 2023 4F 8 A it
DURHEE K27 B 22088 1 e A LB & 4 nARDS i)
UL 112 B MERLL, 5 =68 @ 44, YARR
#E: OFFA nARDS 2 ©; QI R
HEBRARE: OIF R ICRYERTIE | Jo Rk K= |
SeRMEF G ; QBRI IRIAE RS . Wl &5
AR LAY — Bkt AFE =14 L Rk . PR
R ey AR | R IR |
GEURIIAT I . AR URIVERYY . BTN L B SRR

FORFEH CBEGRZ 1 Bk AR 5 E( PaCO, ).
kI E ST R (PaO, ) (HA . BILIFIRRIXE, 4t
SRR /TR A B TS RAF, SRR
2 /s A LT R FUS A R AR 2 NG
RIGIT TG B MU R4 (n=98) | iR AS
R (n=14) . BEEEFHIH A0 R A fl w4 L
104 BIFERXTRELL, B« L =56 : 48, GAFRIE:

Ok 37 ~ 42 Ji; QO AERE 2.5 ~ 4.0 kg, 45
TFRFRIER ; QFRHMAMERE . HEBRPRAERDNERAL . A
PR AABEACHZ B WA, O 2 AE R
B (TS 2018-068510)

12 A% 5K A L E B PCRAL ( EH
BIO-RAD AH] ) , A7 (LR, H-80M ) ,

RNA 2 Bk 57 & ( 92 [ Thermo 24 #], 1% 5.

15596026 ) , Rt a (CRXAEYRE, 7759
11150ES10) .

1.3 Fi&
1.3.1 ARG 0 X6} B8 21 TR 2% 21 1fiL 7 miR-138-5p, miR-
574-5p /K. BILWHIS G MR IRA AL )5, RAE

SR JEE KL, BSOS RN, RNA $2BGK 5]
BRI B RNA, B 5 F Rk sl 50 60 5 e o8
RNA & i cDNA, 5 7 5L 3R A B 55 [ (qRT-
PCR) # 1fil. 7% " miR-138-5p, miR-574-5p [¥) A
X 22K 7K. PCR 2 b 45 4: 95°C 10min, 95°C
10s, 60°C Imin, TE¥ 40 . Wk U6, 5IWF
IR 1,

*x1 Elk7 L]
HH 2] itz
miR-138-5p 5’- GCTTAAGGCACGCGG-3’ 5’-GTGCAGGGTCCGAGG-3
miR-574-5p 5’-CGCGTGAGTGTGTGTGTGTGA-3 5’-AGTGCAGGGTCCGAGGTATT-3
U6 5’-CTCGCTTCGGCAGCACA-3’ 5’-AACGCTTCACGAATTTGCGT-3’

1.3.2 3G9 ik WER4L Ly HE < <K T
AR, B (PR R G 4
5 ~ 8ml/kg; Ml W1 2. 3 ~ 6mlkg) o W< F
B 1% 28cmH,0, iy BE 5 18 i 25 S & 29 ~ 32
emH,0. &R AIT NG BALIE R EIRYT, <
JEJE 1 0.49 ~ 0.78kPa, %At 4L/min'",

1.4 %it S odr R SPSS 25.0 ZAEGEH A1 4L

P, THRBORMT S IR AT LA + PR (3s)
PR, WA LLEBA TSI AEAS ek 30 THECFERA n( % )
FOR, PIALLEAT ¥ K% RIRIE ¢ K55 ROC H
2% 43 Hr 1ML 7 miR-138-5p, miR-574-5p %t nARDS £
ILBUEA RIWZWE, AUC HLEAT Z Kise; £
[ 2 Logistic [B1J943#1 nARDS H LT A B Y52
MHEZE. P < 0.05 ESFEAGIFE L.
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2 #R

2.1 At R0 Ao WL AL dn i miR-138-5p, miR-574-5p
KAFeE XA AR, WSS IS miR-574-5p
Tk (1724023 vs 1.04£0.17) FHE . miR-138-
5p A (0.55+0.08vs 1.02+0.16) [T, 225 H.
FYsitEE X (1224557, 27597, ¥ P < 0.001) .
22 B RAFAF TG R B 4 6 iF miR-138-5p,
miR-574-5p K -F o4 S5 RAFA e, s
A R 4L 7 miR-138-5p # 35 7K F (0.41 £0.06 vs
0.57 +0.08 ) (%, miR-574-5p F%ik7KF(2.07 +0.25

vs 1.67£0.19) Ft i, ZREAZIF2E X (¢
=7.188, 7.069, ¥J P < 0.001) .

23 FERIFUAFTE R RA—ARTA T U
# 2, WG RS ARAIGE . HHl. &
&L e, R I AR R . 4T
URIIFT I . WL ORIIERY, . BRArSesi . B an = K
PaCO2, PaO2 /KF-IbA:, ZFIGI#EX (P
> 0.05); 5HUGE RBP4 R, WA R4 = 4 |
ENFE . FKFE BT, EREASIE
EZEY (P <005) .

x2 e RFAMPUSARA—MBRLE [xts, n (%) ]
%4 T RAF4L (n=98) WRARA (n=14) ty P

PR = 35 % 25 (2551) 6 (42.86) 5.359 0.021
il (J&) 3850+ 1.93 39.09+1.53 1004 0.276
w514, ) 59/39 9/5 0.086 0.770
KE (kg) 3.10+0.34 3.05+0.33 0516 0.607
oM (B B ) 63/35 816 0.269 0.604
SRR e 1L 2 (2.04) 1(7.14) 0.049 0.825
YRR PR A 2(2.04) 1(7.14) 0.049 0.825
RSB I 1(1.02) 1(7.14) 0.291 0.590
SRR 0(0.00) 1(7.14) 1297 0.255
HAENR 20 (20.41) 7 (50.00) 4357 0.037
e 9(9.18) 2(1429) 0.014 0.904
FAKFH 8 (8.16) 5(3571) 6.577 0.010
BHZ ) 4(395) 1(7.14) 0.030 0.863
PaCO, (mmHg) 85.42+9.95 83.15£9.13 0.806 0.422
Pa0, (mmHg ) 4254+6.62 40.14 £ 6.41 1.274 0.205

2.4 nARDS £ JLJE R R % % | % Logistic = )2
5% W3, LInARDS BILEBHE AR (&
=1, 75 =0) AR, Ll miR-138-5p (SLilfE ) .

miR-574-5p ( SZME ) . F= AR (=35 % =1, <35

4 =0) . HEANEHE (=1, £=0) MFKFH (&
1, % =0) VN AR A Logistic BIH7 4T, 25

RHE/R, miR-574-5p J& nARDS H LT 5 A B 1
SLIER R, miR-138-5p J& AR 2 (¥ P < 0.05 ).

%3 nARDS 2JLFUEA R £ EZE Logistic EJA4 47
R B SE Waldy’ OR 95%CI P
miR-138-5p -0.983 0.209 2144 0.374 0.248 ~ 0563 < 0.001
miR-574-5p 0.941 0.290 10524 2.562 1451 ~ 4523 < 0.001
PEAFAER 0.074 0.246 0.091 1.077 0.665 ~ 1.744 0.763
HNER 0218 0.266 0.669 1243 0.738 ~ 2.094 0413
FAFH 0.140 0.288 0.236 1.150 0.654 ~ 2.022 0.627

2.5 f27 miR-138-5p, miR-574-5p * nARDS # JLTR
R MAL UL 1, 3 4. DAfYE miR-138-5p,

miR-574-5p 7K V- B K A T 00 ARE 23 {1 Sy A6 9 A8
i, Dl nARDS BILER UG A RVARE &2

ROC #hgk, Z55H4E78, L% miR-138-5p, miR-574-
5p —H WA LWL T miR-138-5p, miR-574-5p % A
iz (Z7=2.151, 1.982, P=0.032, 0.047) .
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B 1 1% miR-138-5p, miR-574-5p i2#f nARDS &L
BRI ROC Hi£k
x4 I miR-138-5p, mi-574-5p Xf nARDS & LT

EARRKIZEMEST (%)
BE| AUC 95%C1 U R NG

miR-138-5p  0.793  0.706 ~ 0.864  88.89  61.84  0.54

miR-574-5p  0.898  0.826 ~ 0.947 83.33 85.53 1.79
THBA 0931 0867 ~ 0970 9444 82890 -

3 itig

nARDS MIZWi s ANEST I AL 58, I
PRIEECH T SRt e K s ek 7Y,

miRNA /MU ARG S RNA, i i 150 =] P67
FIAITHLEE %, 65 RNA (mRNA ) BFEfE
HE mRNA [ fif A 8 5 1 55 I K A R 35k P
miRNA X mRNA &3k (1) 98 5730 5 2400 / #4585 5F
SRR, AR . O M . AR A5 AR B R AL
P4 25 5 2 B T miRNA . 457 miRNA 7EixX 4
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KA op % BT miR-138-5p 14 3¢ 35 52 2 0
miR-138-5p [ A R FAE R 40 7o Rk, HL
AE 2 W ARDS A4 9rbr g " — HOXCH R
A LAY LPS 5| e i i st 473, —Fh Al BE A AL ) 2
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F, i ARDS'™, AR WRWFSE & B, nARDS L
M7 miR-138-5p AP FEAL, H A LG AS K 411
1 miR-138-5p FRIkZK-F- AR,  BEHAMRACE 1Y 1L i
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1Y) miR-138-5p AJ RIS e i 4 4 M X 1~ 1 RS,
ST, MEETIEE, AFTFRILB S

I &, miR-574-5p S 18 4 [a] B Sl 4 ) —
ASPE R, RS A5 45 /s B Smad3 5 A g5
ff, miR-574-5p 1 A ¥# 4% Smad3 AY4M 4 miRNAs
Z—, RGN A WEE TG AT LPS i) S ek
PERER G e " R R, Akl
11 ARDS /)N EUIRiZH 2 b miR-574-5p FeikThi, H
AL SRAE . Ml & B DL g T S R, AT

SRR M, B2 5 PEAN IR | I A5 P R RN il
W bR 2R, s A B AR U, A R AT
miR-574-5p AT e fiff e Rp At A OC St B2 £ LPS 75
S 170 il 200 B T AN AR Y AR SE R R B nARDS
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Zi I, nARDS LI miR-138-5p Fik/K P
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