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=PI AL 20 IncRNA HCG11 mRNA Fl miR-4465
TP 35 151 VA g BRIk B 7 )i (P AH G PEE o

RO, iR, Lk, ek, oW RMTTIUREBENEL, TIRIRM 215021)

W E: BRY KT K424E% A RNA HLA £ 448 11 (IncRNA HCG11 ) mRNA, miR-4465 {2 = A 5UI% % ( TNBC)
B P EEANRENL, HE KE2017HE6 A ~ 2020 4 6 A L2 50T AL ERAER ST 4 110 4] = AU S
B el RIREFAT, 2T IncRNA HCG11 mRNA, miR-4465 %A R H G RE L, R /4L IncRNA HCG11 mRNA
(1.81+0.53) A& & FRHmFMLR (087+0.13) , miR-4465 (0.68+0.14) KA TR FLR (1.09+0.18) , £F A
A4t FE L (1=18.066, 18.857, 3 P<0.05) . Pearson 947 % R 2= IncRNA HCG11 mRNA 5 miR-4465 & A 2 i 48
% (1=-0.443, P<0.001) ; TNM 511 + IV, #he 2k & & 545 098 A 4% F IncRNA HCG1ImRNA # % % 5 miR-4465
fRAKBHWO G T INM 58 T + T4, RHC X A4 EE ke, 27 BA%H5E L (=6.614, 18.510; 8.093,
22976, ¥ P < 0.05) . IncRNA HCG11 mRNA # & & & & = F £ & F4&K T IncRNA HCG11mRNA 1% & 2 & 4%, miR-
4465 # Rk B F = A H F 5 T miR-4465 4k & ik &% (Logranky’=14.45, 1339, ¥ P<0.05) ; LT K5 H A
I+ VAR, &AM E k24509 B8t & T A A4 ('=12.667, 18.026, 3 P<0.05); IncRNA HCG11mRNA ( HR=2.623,
95%CI: 1344 ~ 5.118) Z ZAHIUIREEE =5 N T EKRE %, miR-4465 (HR=0.891, 95%CI: 0.821 ~ 0.967)
AEFHEE (P<0.05) , &5it =ML T IncRNA HCG11 mRNA 5 &£ . miR-4465 1K & A 5 & 23 6 R m B 45 40
BIVGEH F, H LR AT = PSR 09 TS A7 £

A =PAMERLEE ; KAEIRWID RNA HLA & 41K 11; )y RNA -4465
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Correlation between IncRNA HCG11 mRNA and miR-4465 Expression Levels
and Clinicopathological Features and Prognosis in Triple-negative Breast
Cancer Tissues

ZHANG Ling, XU Haiyan, WANG Qiangli, YANG Yijin, CHEN Bin(Department of Oncology, Jiulong
Hospital of Suzhou City, Jiangsu Suzhou 215021,China)

Abstract: Objective To investigate the expression and clinical significance of long non-codingRNA HCG11 (IncRNA
HCG11) mRNA and microRNA (miR) -4465 in patients with triple-negative breast cancer(TNBC). Methods The
clinicopathological data of 110 TNBC patients hospitalized in Jiulong Hospital of Suzhou from June 2017 to June 2020 were
collected, and the clinical significance of the expression of IncRNA HCG11mRNA and miR-4465 was analyzed. Results The
expression of IncRNA HCG11 mRNA (1.81 =+ 0.53) in cancer tissues was higher than that in adjacent tissues (0.87 + 0.13),
while the expression of miR-4465 (0.68 + 0.14) was lower than that in adjacent tissues (1.09 + 0.18), and the differences were
statistically significant(;=18.066, 18.857, all P<0.05). The results of Pearson analysis showed that IncRNA HCG11mRNA was
negatively correlated with the expression of miR-4465 (r=-0.443, P<0.001). The proportion of patients with high expression of
IncRNA HCG11mRNA and low expression of miR-4465 in cancer tissues with lymph node metastasis in TNM stage III+IV was
higher than that in TNM stage I+II, and the proportion of patients without lymph node metastasis was higher (y’=6.614, 18.510;
8.093, 22.976, all P<0.05) The 3-year survival rate of IncRNA HCG11mRNA patients with high expression was lower than that
of IncRNA HCG11mRNA patients with low expression, and the 3-year survival rate of patients with high expression of miR-4465
was higher than that of patients with low expression of miR-4465 (Log-rank x*=14.45, 13.39, all P<0.05). The proportion of
patients with clinical stage Il + IV in death group was higher than that in survival group (¥’=12.667, 18.026, all P<0.05).

LncRNA HCG11mRNA(HR=2.623, 95%CI: 1.344 ~ 5.118) was risk factors for 3-year death in TNBC patients, while miR-
4465(HR=0.891, 95%CI: 0.821 ~ 0.967) was a protective factor (P<0.05). Conclusion The high expression of IncRNA
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HCG11 mRNA and the low expression of miR-4465 in triple negatire breast cancer were related to the clinicopathological

characteristics and prognosis of patients, and are expected to become prognostic marker for TNBC.

Keywords: triple-negative breast cancer; long non-coding RNA HCGI11; miR-4465
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negative preast cancer, TNBC ) W2 Z21E# 58 A0 —
FIEARL, FRME N AU RTT B )R T i 5 i ok
%5, WUSH 2. IncRNA &R BA gt 3 1 D) fig
1 RNA, A 2 875 microRNA 45 £ Fhjs 40 jy
AHIhRE, FEMEEEAIUERE B IncRNA HLA B4
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HAK B 200 MZFAR, ]38 5 P8 17 microRNA
VA 2R B RE, . FUARE S
FEIE AR . JERIE, IncRNA HCGI11 ZEFLAR
FErh Rk B, SRR R EME . miR-
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B E T HRAE P IR RARE PR, 2l
LR 2 80 CUKFI PR AR I . qRT-PCR A6 A
A 1 IncRNA HCG1ImRNA, miR-4465 % ik 7K F.

Trizol 1247 42 B 2H 4 54 RNA, ff 34 RNA J % 5715
#| cDNA, R 726 E 7 PCRAX AT I E, N2
LR VB #% U6 F GAPDH, i J2 I 44 2 20p1, ot
miScript SYBR Green Mix 10ul, | F #5445 1ul,
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hsa- ENSG00000228223 |HCGT1 lincRNA  chr6:26523678-  Target: 5' ————— nnaacuccUUACUUGAa 3'
miR- 26523694[+] TRIRNY
44/5 miRNA : 3' aggggaccagucuGAUGAACTc 5'

B 1 miR4465 5 IncRNA HCG11 HIG& SRS E

2.3 = A SUAE S5 20 2% IncRNA HCG1ImRNA, miR-
4465 Rk 5 B F G R MM IER Z WER 2, LIE
ZH41 IncRNA HCG11mRNA( 1.81 ), miR-4465( 0.68 )
FRBFEIIE R, 44 IncRNA HCG11mRNA
Fikdl (> 1.81) FAMRFEKILA (< 1.81) ; miRNA

IR (> 0.68) FIMREILA (< 0.68) . TNM
S+ IVHA . R 25 R AR AL 2P IncRNA
HCG11mRNA {53355 miR-4465 K335 B3 Ll
T INM A T+ 118, Toibk e g & A58 i L,
SHAGIHEEL (B3P <005) .

x2 AL IncRNA HCG11mRNA, miR-4465 RiZS5BEIGRFRIBHMENXER 2 (%) ]
IncRNA HCG11mRN miR-4465
% g o ? - =5
% " wEE mEs LT wEE @R LT

(n=54) (n=56) (n=55) (n=55)
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6614 0010 8093 0.004

M+ V8 36 12(3333) 24 (66.67) 25(69.44) 11 (30.56)
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1274 0259 3009 0083

=1 47 26 (7027)  21(29.73) 19 (4043) 28 (59.57)

kLR P 45 11(2444) 34 (7556) 38 (8444)  7(1556)
18510 < 0.001 2976 < 0.001

& 65 43(66.15)  22(33.85) 17 (26.15) 48 (73.85)

2.4 IncRNAHCG11ImRNA, miR-4465 % ik 55 4
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25
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B CHD

B 2 IncRNA HCG1ImRNA, miR-4465 RixE5EGEEXR

25 ZMHEILREBEEALGE, nTaL G RBE
HriEeg xR AR 3, FET-4H TNM 430 I + IV,
Wk 45 55 % . IncRNA HCG11mRNA & %2 i5. miR-

4465 IRIRRE HLllE TAAAA, 2R A5 E
X (P <005) .



AR I EE 2 2eih 45404 B 1M 202541 T Mod Lab Med, Vol. 40, No. 1, Jan. 2025 87
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=) 65 41 (63.08) 24 (36.92)
TNM 7348 [+ 10 74 58 (78.38) 16 (21.62)
12.667 < 0.001
M+ Vi 36 16 (44.44) 20 (55.56)
R %/ g 63 (73.02) 17 (26.98)
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£ B SE Waldy’ HR 95%Cl P
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miR-4465 -0.115 0.042 7551 0.891 0.821 ~ 0.967 0.006
TNM 434 0.037 0.179 0.043 1.038 0.731 ~ 1.474 0.835
iNaka =74 0.102 0.138 0.543 1.107 0.845 ~ 1451 0461
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