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Kaplan-Meier # £5F= COX ¥ )2 447 BRD9 mRNA, HNRNPA2B1 mRNA kX5 MM B2 F A5G X 4, R MM
288 #4022 BRD9 mRNA (3.14+0.66) , HNRNPA2B1 mRNA (2.93+0.57) #4483 A&k 35 FaFma (0.84+0.22,
0.92+0.36) , £} AA % FEL (=26.124, 24.567, ¥ P < 0.001 ) . Pearson #8 % £ # MM 288 4% 28 2% 7 BRD9
mRNA 5 HNRNPA2B1 mRNA %k £ EA8% (7=0.761, P < 0.001), BEFEFEL 2% (1SS) 5 H 1 #H MM 205520
22 BRD9 mRNA (3.90+0.69) , HNRNPA2B1 mRNA (4.13+0.64) #94axt&ix &5 TISS 8 1, M4 (2.70£0.60,
3.15+0.65; 2.23+0.51, 295+0.56) , £ BEA L% FEL (17399, 4272; 13.255, 7.551, ¥ P < 0.05) . BRD9
mRNA & F A Fefk k4 = 5 A& A R 53] % 60.00% (30/50) , 82.69% (43/52) , HNRNPA2B1 mRNA & & iA Feff
FORMZF B AL FENSAN A 57.14% (28/49) , 84.91% (45/53) , LAIA b4k £ F B A %t 3 & L (Log-Rank x’=7.572,
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Expression Levels of BRD9 mRNA and HNRNPA2B1 mRNA in Bone Marrow
Tissue of Multiple Myeloma Patients and Their Correlation with Survival Prognosis
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Abstract: Objective To analyze the bromodomain-containing protein 9 (BRD9) and heterogeneous nuclear ribonucleoprotein
A2/BI(HNRNPA2B1) in the bromine domain of multiple myeloma (MM) and explore their correlation with the survival prognosis
of MM patients. Methods A total of 102 MM patients who received treatment in the First Affiliated Hospital of Xi’an Jiaotong
University from May 2017 to May 2020 were selected as the MM group, while 60 patients who were confirmed to have no bone
marrow dysfunction through bone marrow puncture were selected as the control group. Real time fluorescence quantitative PCR
( qRT-PCR ) was applied to detect the expression of BRD9 mRNA and HNRNPA2B1 mRNA in bone marrow tissue. Pearson
correlation analysis was applied to analyze the relationship between BRD9 mRNA and HNRNPA2B1 mRNA. Kaplan-Meier curve
and COX regression analysis were used to investigate the relationship between BRD9 mRNA and HNRNPA2B1 mRNA expression
and the survival prognosis of MM patients. Results The relative expression levels of BRD9 mRNA (3.14 + 0.66) and HNRNPA2B1
mRNA (2.93 = 0.57) in the bone marrow tissue of the MM group were higher than those in the control group (0.84 + 0.22, 0.92
+ 0.36), and the differences were statistically significant (+=26.124, 24.567, all P<0.001). Pearson correlation analysis showed a
positive correlation between BRD9 mRNA and HNRNPA2B1 mRNA expression in the bone marrow tissue of MM group (7=0.761,
P<0.001). The relative expression levels of BRD9 mRNA (3.90 + 0.69 ) and HNRNPA2B1 mRNA (4.13 +0.64 ) in the bone
marrow tissue of the MM group with ISS stage III were higher than those in international staging system (ISS) stages I, 11 (2.70 =
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0.60, 3.15 + 0.65;2.23 + 0.51,2.95 + 0.56), and the differences were statistically significant (+=7.399 ,4.272; 13.255, 7.551, all
P<0.05). The 3-year overall survival rates of the BRD9 mRNA high expression and low expression groups were 60.00% (30/50)

and 82.69% (43/52), respectively, the overall 3-year survival rates of HNRNPA2B1 mRNA high and low expression groups
were 57.14% (28/49) and 84.91% (45/53), respectively, with statistically significant differences between the groups (Log Rank
2’=1.572, 9.686, P=0.006, 0.002). ISS stage III, high expression of BRD9 mRNA, and high expression of HNRNPA2B1 mRNA

were risk factors affecting the poor survival prognosis of MM patients (all P<0.001). Conclusion The expression of BRD9 and

HNRNPA2B1 are elevated in MM patients, both of them are risk factors for poor prognosis in MM patients.

Keywords: multiple myeloma; bromodomain-containing protein 9; heterogeneous nuclear ribonucleoprotein A2/
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2.4 BRD9 mRNA, HNRNPA2BI mRNA 5 MM % %
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