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7 FUNDCI fk kA B AR E A G F (69.47%) % & T FUNDCI & & A4 (53.59%) , £F%BA %5 &L (Log
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Relationship between Expression of ADHS mRNA, FUNDC1 mRNA and
Clinicopathological Features and Prognosis in Non-Small Cell Lung Cancer

DU Liang, ABUDUMAIRAMU Abudumufur, JIN Chengyu, MA Jinshan ( Department of Thoracic Surgery,
People’s Hospital of Xinjiang Uygur Autonomous Region, Urumgi 830000, China )

Abstract: Objective To investigate the expression of alcohol dehydrogenase 5 (ADHS) mRNA and FUN14 domain containing 1
(FUNDC1) mRNA in non-small cell lung cancer (NSCLC) tissues and their relationship with clinical pathological characteristics
and prognosis. Methods Collected clinical data of 332 patients who received treatment and non-small cell lung cancer(NSCLC)
diagnosed through postoperative puthology at Xinjiang Uygur Autonomous Region People’s Hospital from July 2019 to July
2021. Quantitative real-time polymerase chain reaction (QRT-PCR) was used to measure the expression of ADHS mRNA and
FUNDCI1 mRNA in NSCLC tissues and corresponding adjacent tissues (>5cm from the edge of the cancer tissue), and the
expression differences and their correlation with the clinical and pathological characteristics of NSCLC patients were analyzed
by t-test. Pearson rank correlation analysis was used to investigate the correlation between ADH5 mRNA and FUNDC1 mRNA.
Kaplan-Meier method was used to analyze the relationship between the expression of ADH5 mRNA and FUNDC1 mRNA and
the prognosis of NSCLC patients. Results The results of qRT-PCR showed that the expression level of ADH5 mRNA( 0.56 + 0.30)
in NSCLC tissues was significantly lower than that in paracancer normal tissues ( 1.03 +0.50 ) , and the expression level
of FUNDCI mRNA (2.91 +1.02 ) was significantly higher than that in paracancer normal tissues ( 1.20 + 0.83 ) , and the
differences were statistically significant (r=14.687, 23.694, all P<0.05). Correlation test by Pearson method showed that the
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expression of ADH5S mRNA and FUNDC1 mRNA in NSCLC tissues was significantly negatively correlated (r=—0.869,
P=0.006). The expression of ADH5 mRNA in NSCLC tissues with age<55 years, TNM stage III, low differentiation and
concurrent lymph node metastasis was lower than that in NSCLC tissues with age = 55 years, TNM stage I/Il, high/moderate
differentiation and no lymph node metastasis (+=1.866 ~ 6.087), the expression of FUNDC1 mRNA in NSCLC tissues with low
differentiation and concurrent lymph node metastasis was higher than that in NSCLC tissues with high/moderate differentiation
and no lymph node metastasis (+=4.652, 2.787), and the differences were statistically significant (all P<0.05). Kaplan-Meier
survival analysis showed that the cumulative overall survival rate of the high ADH5 mRNA expression group (66.99% ) was
significantly higher than that of the low ADH5 mRNA expression group ( 54.15% ) . The cumulative overall survival rate of low
FUNDC1 mRNA expression group(69.47% ) was significantly higher than that of high FUNDC1 mRNA expression group

(53.59%) and the differences were statistically significant (Log Ranky’=5.760, 5.165, P=0.016, 0.023). Conclusion Low
expression of ADHS mRNA and high expression of FUNDCImRNA in tumor tissues of patients with NSCLC may be involved

in the occurrence and metastasis of NSCLC, which is expected to become a reference index for diagnosis, treatment and

prognosis prediction.

Keywords: non-small cell lung cancer; alcohol dehydrogenase 5; FUN14 domain containing 1
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