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Study on the Relationship between the Expression of Serum circRNA
MBOAT?2 and circRNA ACTN4 Levels and Clinicopathological Features and
Prognosis in Patients with Cholangiocarcinoma
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Surgery; 1b. Clinical Skills Training Center, the First Hospital of Handan City, Hebei Handan 056000, China;
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Abstract: Objective To investigate the expression changes of serum circRNA membrane bound O-acyltransferase 2 (circRNA
MBOAT?2) and circRNA recombinant actinin 4 (circRNA ACTN4) in patients with cholangiocarcinoma and their relationship
with prognosis. Methods 96 patients with cholangiocarcinoma treated at the First Hospital of Handan City from January 2020 to
January 2022 in Department of Hepatobiliary Surgery were regarded as as the cholangiocarcinoma group. Additionally, 85
patients with intraductal stones and 90 healthy volunteers were collected as the stone group and control group, respectively.
Quantitative real-time reverse transcription PCR(qRT-PCR)was applied to detect the expression levels of circRNA MBOAT?2 and
circRNA ACTN4. j* test was applied to analyze the relationship between circRNA MBOAT? and circRNA ACTN4 and clinical
pathological features. Pearson was applied to analyze the correlation between circRNA MBOAT2 and circRNA ACTN4 in
patients with cholangiocarcinoma. ROC was applied to analyze the diagnostic value of circRNA MBOAT?2 and circRNA ACTN4
in the occurrence of cholangiocarcinoma. COX was applied to analyze the influencing factors of poor prognosis in patients with
cholangiocarcinoma. Kaplan-Meier method was applied for survival analysis. Results circRNA MBOAT2(1.24 + 0.38)and
circRNA ACTN4(1.27 + 0.42) in cholangiocarcinoma group were higher than those in stone group(1.02 + 0.31, 1.05 + 0.34)and
control group(0.83 + 0.24, 0.78 + 0.21), and the stone group was higher than that in control group, with statistically significance

HEETH: 2022 4FEI0A AR EIFE IR (4075 20220483) .
YEEfIY: 2220 (1987-) , 95, AR, JIREM, WFARER R IR ARA S IR KA SR bR Y T5E , E-mail: a25wdl@163.com,
EIWES: I (1989-) , %, ®i-L0Fsed:, FIREIN, AF5)5m . HFESMEL, E-mail: f95acb@]163.com.



36 PRI R0 5405 S5 2025459 4 J Mod Lab Med, Vol. 40, No. 5, Sept. 2025

(t=5.016 ~ 14.025, all P<0.05). There was a positive correlation between circRNA MBOAT2 and circRNA ACTN4 in patients
with cholangiocarcinoma group (7=0.428, P<0.05). Combined diagnosis of MBOAT2 and ACTN4 was better than single
diagnosis of cholangiocarcinoma (Z=4.063, 4.004, all P<0.05); circRNA MBOAT2 and circRNA ACTN4 were correlated with
clinical staging and lymph node status (=5.091 ~ 5.984, all P<0.05). Positive lymph node status and elevated levels of circRNA
MBOAT?2 and circRNA ACTN4 were independent risk factors for mortality (HR=1.527, 1.582, 1.727, all P<0.05). The
cumulative survival rate of patients with high expression of circRNA MBOAT2(23.40% vs 46.94%) and circRNA
ACTN4(24.00% vs 47.83%) was lower than that of patients with low expression (x’=5.809, 5.946, all P<0.05). Conclusion The
serum levels of circRNA MBOAT?2 and circRNA ACTN4 increase with the progression of the disease, and the combination of the
two has certain value in diagnosing the occurrence of cholangiocarcinoma.
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